blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bcc-type (NFO00320.3) (CGJIDBIF_00096)
Transcription antitermination protein RfaH (CGJIDBIF,OWS)
151380 family transbosase ISEcp1 (CGJIDBIF_00098)
Tn3 family transposase Tn2 (CGJIDBIF_00099)
Transpoéon Tn3 resolvase (CGJIDBIF_00100)

Replication initiation protein (CGJIDBIF_00090) Beta-lactamase TEM (CGJIDBIF_00101)
Tn3 family transposase Tn2 (CGJIDBI F_00094) 102  Protein UmuC (CGJIDBIF_00104)
89 9192 93 95 | 97 | | T 03]

IMGPR_plasmid_2537561832_000001: 76.236-93498 (4)
blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bcc-type (NFO00320.3) (JAIKICGM_00087)
151380 family transposase ISEcp1 (JAIKICGM_00089)
Tn3 family transposase Tn2 (JAIKICGM_00090)
Transposon Tn3 resolvase (JAIKICGM_00091)
Beta-lactamase TEM (JAIKICGM_00092)
Tn3 family transposase Tn2 (JAIKICGM_00085) ‘

84 86 | 88 | | 93 94

IMGPR_plasmid_2534682166_000001: 70,051-86,861 (+)_
1S1380 family transposase ISEcp1 (EKKBEDNK_00102)
154 family transposase ISVsa5 (EKKBEDNK_00101)
Transposon Tn3 resolvase (EKKBEDNK_00099)
Beta-lactamase TEM (EKKBEDNK_00100)
98
97 ] 103
IMGPR_plasmid_2718218453 _000001:80,247-90,964 (+)
blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bce-type (NFO00320.3) (NKOHDBAG_00007)
151380 family transposase ISEcp1 (NKOHDBAG_00009)
1S91 famil\‘/transposase 1SSbo1 (NKOHDBAG_00004)
154 family transposase IS50R (NKOHDBAG_00002)
8 \ 6 5 \ 3 APH_3p_II-NCBIFAM APH(3')-1l family aminoglycoside O-phosphotransferase (NF032898.2) (NKOHDBAG_00001)

— —_—
IMGPR_plasmid_3300029417_000005: 338-14,941 (-)

blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bee-type (NFO00320.3) (BECFHCKI_00001)
1S1380 family transposase ISEcp1 (BECFHCKI_00004)
1S1380 familytranspogse ISEc;ﬁl (BECFHCKI_00003)
Colicin-la (BECFHCKI_00005)
Colicin-la (BECFHCKI_ 00006)
13 8 7 [ || ]2

IMGPR _plasmid_2681813455_000002: 70-12,751 (-)
1S91 family transposase 1S91 (KJEFBLGF_00065)
Protein UmuD (KJEFBLGF_00073)
Protein UmuC (KJEF@LGF_OOO72)
60 66 69 7071 | 74
IMGPR _plasmid_2711768068_000002:57,066-71,241 (+)
2123
15 20[22[24

IMGPR _plasmid_2563366895_000001: 12,479-21,466 (+)
765 4

IMGPR plasmid_2734482535 000001: 1,618-9,888 ()
789 10

IMGPR_plasmid_2506520037_000001: 874-9,140 (+)
26
2712524 21 20

IMGPR_plasmid_273448253%9_000001: 12,615-22,916 (-)
66
6516768

IMGPR _plasmid_2645727821_000004: 56,865-67,170 (+)
20
19]2122

IMGPR_plasmid_2531839265_000002: 11,926-22,943 (+)
73
79 7417271

IMGPR_plasmid_2671180892_000001:60,575-71,552 (-)
24 23

IMGPR_plasmid_2778261536_000002: 14,211-24,469 (-)
63
5556 62 [6465

IMGPR_plasmid_3300053491_005249: 53,609-65,747 (+)
73
79 7417271
IMGPR_plasmid_2671180821_000001: 58,861-69,925 (-)
63 65 Colicin la (VF1183) (DEFFFHAH_00070)

62 64166 7172
IMGPR _plasmid_3300053491 008587:54,617-68,906 (+)
18 20
171921

I
IMGPR_plasmid_2563366920_000001: 11,563-25,138 (+)
100
102 I
10
109 103 [ T[99 96

IMGPR_plasmid_2871664767_000002:83,556-98,898 (-)
56 54
575553
I
IMGPR _plasmid_2698536480_000003: 37,916-53,126 (-)

71
707273 78

KO —AEA O XPd

IMGPR_plasmid_2541047958 _000001: 61,973-76,427 (+)
HTH-type transcriptional regulator AppY (PADKFHDJ_00059)
65

73 67 66]6463 60 | OmpD (VF0969) (PADKFHDJ_00058)

—
IMGPR_plasmid_2721755644_000001:44,944-59,330 (-)
63 62

IMGPR _plasmid_2721755570_000001:51,212-61,101 (-)
AAC_3_IV-NCBIFAM AAC(3)-1V family aminoglycoside N-acetyltransferase (NFO33081.0) (CECAONBC_00017)
APH_3pp_Ib-NCBIFAM ammoglycoydeBiphosphotransferase APH(3")-Ib (NF032895.1) (CECAONBC_00020)
APH_6-NCBIFAM APH(6)-1 family amlnoglyc05|de0 phosphotransferase (NFO12171.0) (CECAONBC_00021)
APH_4_la-NCBIFAM aminoglycoside O-phosphotransferase APH(4)-1a NFOT07 2) (CECAONBC_00015)
1S6 family transposase ISRIe7(fEAO‘NBC,OOOl4)
1591 family transposase 1SSbo1 (CECAONBC_00010)
1S6 family transposase 1S26 (CECAONBC_00018)
Tn3 family transposase (CE‘CAONBC_OOOE ‘
12
678 9 11] ‘ 16 ‘ ‘ 19 22

LN | I
IMGPR _plasmid_2778261457_000001: 574-21,698 (+)
APH_3pp_Ib-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-1b (NF032895.1) (KODNDIBG_00077)
APH_6-NCBIFAM APH(6)-1 family aminoglycosid?aphosphotransferase (NF012171.0) (KODNDIBG_00076)
1S3 family transposase 151133 (KODNDIBG_00079)
153 family transposase 151133 (KODNDIBG_00078)
Transposon Tn3 resolvase (KODNDIBG_OOO@T
Tn3 family transposase (KODNDIBG_OOOSZY
Beta-lactamase TEM (KODNDIBG_00082)
Tn3 family transposase Tn2 (KODNDIBG_00084)

88 DNA-invertase hin (KODNDIBG_00080)
85 n3 family transposase (KODNDIBG_00081) 75

D E-CDIDEEEE KA
IMGPR_plasmid_2630968819_000001:61,615-83,581 (-)

tet_ MFS_A_B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NFO12174.0) (FLFECLLK_00050)
APH_3pp_Ib-| NCBIFAM aminoglycoside O-phosphotransferase APH(3")-Ib (NFO32895.1) (FLFECLLK_00058)
APH_6-NCBIFKM APH(6)-I family aminogchosiEeT)-phosphotransferase (NFO012171.0) (FLFECLLK_00059)
Tetracycline repressor protein class B from transposon Tn10 (FLFEC‘LLKi’(TOOSl)
Transposon Tn10 TetD protein (FLFECLLK_00048)
Transposon Tn10 TetC protein (FLFECLLK_00049)
L —Fr 4 154 family transposase ISVsa5 (FLFECLLK_00057)
154 family transposase ISVsa5 (FLFECLLK_00047) |
Sodiu‘m/gldtamate symporter (FLFECLLK_00055)
putative protein YqjZ (FLFECLLK_00054)
| | Is52s58] | 56 | 60

89187

45
4446

I I
IMGPR _plasmid_2896607866_000001: 38,828-59,781 (+)
1S3 family transposase 151133 (ENDJGHBC_00076)
Tn3 family transposase (ENDJGHBC_00071)
Tn3 family transposase TnEc1 (ENDJGHBC_00073)IS3 family transposase 151133 (ENDJGHBC_00077)
69 DNA-invertase hin ENDJGHBC_OOO75)
68170 | 72Tn3family transposase (ENDJGHBC_00074)

IDHD

IMGPR _plasmid_2778261390_000005: 61,995-77.777 (+)

3'-5' exonuclease DinG (HAKLFMNG_00100)

101 98
102] | 99797
K- HH—]—HEOHEEH—L XA
I

IMGPR_plasmid_2925903241_000002: 80,124-95,739 (-)

3'-5' exonuclease DinG (HAHEHCAP_00021)

Toxin RelE2 (HAHEHCAP_00020)
23

14 19| | 22724

IMGPR_plasmid_2558860436_000001: 11,682-27,294 (+)

3'-5' exonuclease DinG (HOEMOJJD_00082)
84 80
B3| 8179

IMGPR _plasmid_2744054670_000001: 63,606-79,260 (-)
Sul2-NCBIFAM sulfonamide-resistant dlhydropteroate synthase Sul2 (NF000295.1) (BBFCFCKO_00028)
Phosphoglucosamine mt mutase (BBFCFCKO_00027)
3'-5' exonuclease DinG (BBFCFCKO_00023)
1S91 family transposase ISSho1 (BBFCFCKO 00030) 25 T 21
4

29 [ | 26 Pa| 22720

IMGPR_plasmid_2579779134.000002: 9,857-30,184 (1)
3'-5' exonuclease DinG (GPKBAFKA_00035)
Toxin RelE2 (GPKBAFKA_00036)
‘ 33
37| | 34732

IMGPR_plasmid_2565956729_000001: 17,459-33,076 (-)
19 Toxin RelE2 (FIPFOOPM_00021)
200
KA O X1Dd
—
IMGPR_plasmid_2737471836_000003: 11,702-25,453 (+)
88é Toxin RelE2 (GOLBKNKI_00086)

KE-H—-Ad- o1 XiPd
I
IMGPR_plasmid_2737471835_000003: 70.951-84,702 (-)
1S6 family transposase 1S15 (FLBAMLKH_00084)
3'-5' exonuclease DinG (FLBAMLKH_00086)
DNAinvertase hin (FLBAMLKH_00083)
Beta-lactamase TEM (FLBAMLKH_00085)
Tn3 family transposase TnAs3 (FLBAMLKH_00082)

Toxin RelE2 (FLBAMLKH_00087) 80

s8] | [ | 81179

I
IMGPR _plasmid_2718218168_000001: 60,201-81,139 (-)
1S6 family transposase 1S26 (FGIMEHEP_00079)
3'-5' exonuclease DinG (FGIMEH? P_00081)
DNA-invertase hln (FGIMEHEP 00078)
Tn3 family transposase TnAs3 (FGIMEHEP_00077)

Toxin RelE2 (FGIMEHEP_00082) 75

83] | 80 76]74

I

IMGPR_plasmid_2724679275_000001: 58,505-79,829 (-)
3'-5' exonuclease DinG (APAOBNIG_00077)

79T | 7675

IMGPR_plasmid_2571042321_000001: 62,044-77,419 (-)
MerP-TIGRFAMs TIGRFAMs: mercury re5|stance system periplasmic binding protein MerP (TIGR02052.1) (LECGOMFB_00024)
PRK13752.1-PRK PRK|PRK13752.1: Hg(II) responswe transcriptional regulator (NFO10315.0) (LECGOMFB_00022)

coreg_MerD-NCBIFAM mercury y resistance co- regulator MerD (NF033783.1) (LECGOMFB_00027)

MerA-TIGRFAMs TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (LECGOMFB_00026)

Mercuric transport protein MerT (LECGOMFB_00023)
3'-5' exonuclease DinG (LECGOMFB_00021)
30 32

19] 25 2829131733

- . I
IMGPR _plasmid 2645727544 000001:11,698-32,938 (+)
3'-5' exonuclease DinG (EECPKDDL_00092)
94 90
o3 | 91789

IMGPR _plasmid_2667527807_000001: 75,895-86,210 (-)
3'-5' exonuclease DinG (NEDAPGHG_00049)
47 51

e | 50752

IMGPR_plasmid_2579778938_000001:40,012-50,327 (+)
3'-5' exonuclease DinG (GMPEHELI_00007)
56 | 8910

IMGPR _plasmid_2875638485_000001: 315-9,528 (+)
3'-5' exonuclease DinG (LNOGKFNH_00074)
72 76
T3 | 75777

IMGPR plasmid_2568526548_000001: 62,438-72,791 (+)
3'-5' exonuclease DinG (EAJIPIPA_00026)
Toxin RelE2 (EAJIPIPA_00027)
24
28| | 257 23

IMGPR_plasmid_2939086508_000001: 15,873-26,188 (-)
3'-5' exonuclease DinG (BNKFLGLJ_00092)
Colicin Ib (VF1184) (BNKFLGLJ_00099)
Toxin RelE2 (BNKFLGLJ_00091) Colicin-la (BNKFLGLJ_00101)
94 Colicin-la (BNKFLGLJ_00100)
90| | 93795 | Tl 102

IMGPR_plasmid_2909267149_000002: 73,571-89,191 (+)
tet_MFS_G-NCBIFAM tetracycline efflux MFS transporter Tet(G) (NFO12192.0) (KHHALPFK_00091)
Tetracycline repressor protein class A from transposon 1721 (KHHALPFK_00090)
3'-5' exonuclease DinG (KHHALPFK_00098)
100 94
P9 | 9796 95793 92

88
89T§7 86 85 Aerotaxis receptor (KHHALPFK_00084)

I
IMGPR _plasmid_2645727529_000001: 68,585-95,334 (-)
tet_MFS_G-NCBIFAM tetracycline efflux MFS transporter Tet(G) (NFO12192.0) (LGGBNDBK_00027)
Tetracycline repressor protein class A from transposon 1721 (LGGBNDBK_00028)
Tn3 family transposase TnAs1 (LGGBND‘B K,(T0025)
3'-5' exonuclease DinG (LGGBNDBK_00022) ‘ DNA-invertase hin (LGGBNDBK_00031)
Tn3 family transposase TnAs1 (LGGBNDBK_00030)
20] | 2324 26 | |29 | Aerotaxis receptor (LGGBNDBK_00032)
I
IMGPR_plasmid_2636415833_.000001: 11,753-38,502 (+)
74
75] 73

IMGPR_plasmid_2861038214_000002: 60,013-70,225 (-)
ANT _3pp_AadA3-NCBIFAM ANT(3")-1a family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (AGFBIAJK_00041)
trim_DfrA1_like-NCBIFAM trimethoprim-resistant dihyd rofolate reductase DfrA (NF000330.1) (AGFBIAJK_00040)
Sul2-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (AGFBIAJK_00045)
15110 family transposase 155075 (AGFBIAJK_00043)
Phosphoglucosamine mutase (AGFBIAJK_00046)
1S91 family transposase ISSbo1 (AGFBIAJK_00034) 156 family transposase 1526 (AGFBIAJK_00042)
Tyrosine recombinase XerC (AGFBIXR_OOOS'?)J
3'-5' exonuclease DinG (AGFBIAJK_00050)

Tn3 family transposase TnAs1 (AGFBIA)J K_00034)
DNA-invertase hin (AGFBIAJK_00037) 49 52
lss | T38| | | 44 47 48] | 51753
- — —_— I

IMGPR _plasmid_2627853910_000001: 22,648-51,509 (+)
ANT_3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (CAPNAOGL_00033)
trim_DfrA1_like-NCBIFAM trimethoprim-resistant dihyd rofolate reductase DfrA (NFO00330.1) (CAPNAOGL_00032)
Sul2-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (CAPNAOGL_00037)
110 family transposase 155075 (CAPNAOGL_00035)
1S91 family transposase 1ISSbo1 (CAPNAOGL_00026) Phosphoglucosamlne mutase (CAPNAOGL_00038)
1S6 family transposase 1S26 (CAPNAO(::rL 00034)
Tyrosine recombinase XerC (CAPNAGGL_0003 1)‘
Tn3 family transposase TnAs1 (CAPNAOGL_00028) 3'-5' exonuclease DinG (CAPNAOGL_00042)
DNA-invertase hin (CAPNAOGL 00029) 41 44
24 l2z | T30 | || 36 39 40] | 43745

IMGPR_plasmid_2627854066_000001: 17,860-41,420 (+)
Sul2-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (HMILELAO_00087)
1591 family transposase 1SSbo1 (HMILELAO_00096) 1S91 family transposase ISSboT('ﬁMILELAO_OOOS‘?)
Transposon Tn3 resolvase (HMILELAO_00091)
Beta-lactamase TEM (HMILELAO_00092)
DNA-invertase hin (HMILELAO_00094) - Phosphoglucosamine mutase (HMILELAO_00086)
Tng family transposase TnAs1 (HMILELAO_00095) | 3'-5' exonuclease DinG (HMILELAO_00082)
| Tn3family transposase Tn2 (HMILELAO_00090) 84 80
Aerotaxis receptor (HMILELAO'00093) le8 | | 85 83| 81[79

KEH——EL CHED-EA

IMGPR _plasmid_2711768195_000001: 65,295-96,222 (-)
ANT_3pp_AadA3-NCBIFAM ANT(3")-1a family aminoglycoside nucleotidyltransferase AadA3 (NFO033127.1) (IJIEFBHI_00037)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QackE (NFOOOﬁEZ) (IJIEFBHI_00031)
AAC_3_II-NCBIFAM AAC(3) 11 family aminoglycoside N- acetyltransferase(NFO33080.0) (IJIEFBHI_00036)
Sul1-NCBIFAM sulfonamide-resistant dlhydropteroate synthase Sul1 (NFO00294.1) jT—ZFBHI _00030)

ISZSéfamlIytransposaseISEc58 (IJIEFBHI_00032) ‘ ‘ 1S66 family transposase ISCro1 (IJIEFBHI_00045)
3'-5' exonuclease DinG (IJIEFBHI_00023) ‘ Tyrosine recombinase XerC (IJIEFBHI_00038)
DrmD_00013 DrmD (IJIEFBHI_00027) Tn3 family transposase TnAs3 (IJIEFBHI_00041)
22 TnsC_0_V-K (IJIEFBHI_00025) 29 NA-invertase hin (IJIEFBHI_00040)43
21] | 24 [ 26 | 28] 38 34 35| | | 3] | 42144 T47
KAAAH_{__ XA
— I I

IMGPR _plasmid_2554235427_000001: 13,457751% (+)

ANT_3pp_AadA3-NCBIFAM ANT(3")-l1a family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (FEODHBDG_00024)

SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NFOOO27T2) (FEODHBDG_00018)
AAC_3_II-NCBIFAM A—»&C(S) 11 family aminoglycoside N-. acetyltransferase(NF033080.0) (FEODHBDG_00023)
Sul1-NCBIFAM sulfonamide-resistant dlhydropteroate synthase Sul1 (NFO00294.1) (FEODHBDG _00017)
15256 family transposase ISEc58 (FEODHBDG_00019) |
3'-5' exonuclease DinG (FEODHBDG_00011) ‘ DNA- |nvertase hin (FEODHBDG 00027)
TnsC_0_V-K (FEODHBDG_00013) Tn3'family transposase TnAs3 (FEODHBDG_00028)
DrmD_00013 DrmD (FEODHBDG_00015) Tyrosine recombinase XerC (FEODHBDG_00025) 30
12 | 14 [ 16 || | 20 21 22| | T 2] \ 2,9T§1

10

9]

IMGPR_plasmid_2654587985_000001: 1,159-36,704 (+)
ANT_3pp_AadA3-NCBIFAM ANT(3")-1a family aminoglycoside nucleotidyltransferase AadA3 (NFO33127.1) (IOPBDKIB_00031)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (IOPBDKIB_00021)
AAC_3_II-NCBIFAM AAC(3)-1l family aminoglycoside N-acetyltransferase (NFO33080.0) (IOPBDKIB_00030)
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NFO00294.1) (IOPBDKIB_00020)
15110 family transposase 151663 (IOPBDKIB_00009) 15256 family transposase ISEC58 (IOPBDKIB_00022)

3'-5' exonuclease DinG (IOPBDKIB_00012) \ Transposon Tn3 resolvase (IOPBDKIB_00026)
DrmD_00013 DrmD (IOPBDKIB_00017) DNA-invertase hin (IOPBDKIB_00034)
TnsC_0_V-K (IOPBDKIB_00015) Beta-lactamase TEM (IOPBDKIB_00025) \ Tn3 family transposase TnAs3 (IOPBDKIB_00035)
11 19 Tn3 family transposase Tn2 (IOPBDKIB_00027) 37
10] | 13 14 16 ‘ 18] ‘ 23 24 | | 28 29 | 32 33 36138
_— I 3 ] I

IMGPR _plasmid_271821782% 000001:1,159-43,131 (+)
ANT_3pp_AadA3-NCBIFAM ANT(3")-1a family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (GIOBPNJI_00087)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NFOOO2%E) (GIOBPNJI_00093)
AAC_3_lI-NCBIFAM AAC(3)-I1 family aminoglycoside N-acetyltransferase (NFO33080.0) (GIOBPNJI_00088)
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (GIOBPNJI_00094)
3'-5' exonuclease DinG (GIOBPNJI_00100)
"TnsC_0_V-K (GIOBPNJI_00098)

101 DrmD_00013 DrmD (GIOBPNJI_00096) 84 79 77
102 | 99 | 97 ] 95 | | 92 91 90 89 8685 [83 82 8180[78[76
L] — I — I
IMGPR_plasmid_2778261538 000001: 59,074-94,619 (-)
79
78 [80 81
KRGO XPd
I
IMGPR_plasmid_2563366802_000002: 66,591-81,997 (+)
26
27125 24 18

&HEHH—E DG L XIXDA
I
IMGPR_plasmid_2671180574_000002: 11,535-26,901 (-)
SMR_gac_FL-NCBIFAM QacF/QacL family quaternary ammonium compound efflux SMR transporter (NFO00067.2) (EDBBMLHA_00077)
CMY2-MIR-ACT-EC-NCBIFAM CMY2/MIR/ACT/EC famlly class C beta-lactamase (NF012173.1) (EDBBMLHA_00079)
Quter membrane Ilpoproteln Blc (EDBBMLHA_00078)
1S91 family transposase 1SSbo1 (EDBBMLHA_OdO81)
80 | 76 75

I -
IMGPR _plasmid_2737471866_000003:59,989-78,971 (-)
1S91 family transposase I1SSbo1 (HEDMBDFP_00002)
1

IMGPR_plasmid_2737471820_000001: 1,583-9,088 (-)
46 HEC-04 (IBOALAOF_00048)

&AL _1d

—
IMGPR_plasmid_2778261215_.000001:39,675-49,667 (+)
21

DDA K

—
IMGPR _plasmid 2541047829 000002: 12,655-22,649 (-)
73

E&EHHD— 1O A

I
IMGPR_plasmid_2703718808_000001: 63,694-74,400 (-)
81 HEC-04 (LFMFPHDM_00079)

Do d

I
IMGPR _plasmid_2645727835_000001: 67,061-76,629 (-)
DNA-invertase hin (PFLABADO_00024)
Aerotaxis receptor (PFLAI§KDO_00025)
26 \ Tn3 family transposase TnAs1 (PFLABADO_00023)

HEHHH— D@ K. Hd

I
IMGPR_plasmid_2778261422_000001: 14,196-30,510 (-)
1S91 family transposase ISEc37 (IJDDDPFH_00021)
mRNA interferase toxin ReE(IJDDDPFH_OOO20)
1S91 family transposase 1S91 (IJDDDPFH_00022)
Tcf (VF0964) (IJDDDPFH_00026)
Tcf (VF0964) (IJDDDPFH_00025)

19 23 24 | 27
— I
IMGPR _plasmid 2537561643 000001:11,623-31,217 (+)
COG0640 Csa3_1_CAS-I-II-11I-IV-V-VI (CFMMMGKP_00073)
1S4 fa%ily transposase 1SVsa5 (CFMMMGKP_00077)
72| 74 76 'HEC-04 (CFMMMGKP_00078)

KKK K
\MGPR,p\asm'\d72é5724566470000-01: 63,902-77,227 (+) -
1S91 family transposase 1SSbo1 (FNDJKGDO_00004)
DNA-invertase hin (FNDJKGDO_00002)
Tn3 family trar\]sposase TnAs1 (FN‘BJ KGDO_00003)
1

IMGPR _plasmid_2663763023_000001:211-11,563 (-)
mRNA interferase toxin RelE (DCHFKLLJ_00088)
87 | 89 Outer membrane protein IcsA autotransporter (DCHFKLLJ_00090)

IMGPR_plasmid_2630968808 _000001:72,317-80,115 (+)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (ALFONCNC_00034)
ANT,3Bp,AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotidyltransferase AadA3 (NFO33127.1) (ALFONCNC_00021)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (ALFONCNC_00022)
PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (ALFONCNC_00030)
trim_DfrA1_like-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA (NFO00330.1) (ALFONCNC_00020)
PRK13752.1-PRK PRK|PRK13752.1: Hg(l)-responsive transcrlptlonal regulator (NF010315.0) (ALFONCNC 00036)
T Sull NCBIFAM sulfonamlde resistant dihydropteroate synthase Sul1 (NFO00294.1) (ALFONCNC_00023)
coreg_MerD-NCBIFAM mercury resnstance co-| regulator MerD (NFO33783.1) ALFOWC_OOOM
transport_merC-NCBIFAM organomercurlal transporter MerC (NF033784.1) (ALFONCNC_OOO33)
tet MFS_G-NCBIFAM tetracycline efflux MFS transporter Tet(G) (NFO12192.0) (ALFONCNC_00038) |
MerA-TIGRFAMs TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (ALFONCNC_00032)

Tetracycline repressor protein class Afrom transposon 1721 (ALFONCNC_00037) chloram_CatA- NCBIFAM type chloramphenicol O-acetyltransferase (NFO00491.1) (ALFONCNC_00014)

Mercuric transport protein MerT ALFONCNC_00035) Tyrosine recombinase XerC (ALFONCNC_00019)
| | DrmD_00013 DrmD (ALFONCNC_00025)
putative signaling protein (ALFONCNC_00029) DNA-invertase hin (ALFONCNC_00017)
Colicin la (VF1183) (ALFONCNC_00042) ‘ ‘ ‘ TnsC_0_V-K (ALFONCNC_00027) ‘ Tn3 family transposase TnAs3 (ALFONCNC_00016)
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IMGPR _plasmid_ 2826849342 000001: 6,660-43,308 (-)
[ 10000 nt i
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




