MTase_l_00014 Type (HEDMBDFP_00073)
anti-RM (APIS037) (HEDMBDFP_00068) Protein UmuD (HEDMBDFP_00076)

63 64 65 66 67 69 70 71 72 74 75 Protein UmuC

I I
IMGPR_plasmid_2737471820_000001: 63,524-71,121 (+)

86 85 84

I I

IMGPR _plasmid_2667527968_000001: 1-1,290 (-); 72.311-78,695 (-)

MTase_lI_00014 Type (GCMPMHCL_00026)
29 28 25

d—AdOd—«C . K [ —aE—0)

I I
IMGPR_plasmid_2537561603_000002: 17,935-25,213 (-)
ArdA anti-RM (APIS003) (BCCEAKCO_00020)
MTase_lI_00014 Type (BCCEAKCO_00012)
16 11
I I I
IMGPR_plasmid_2690316286_000001: 6,347-13,229 (-)
125 126

dac— [ @@

— —
IMGPR_plasmid_2826849342_000001: 108,881-114,942 (+)

Plasmid segregation protein ParM (CHBLIJBH_00073)
72 74 75 76

daBa—C @@ @@T— o)

— —
IMGPR_plasmid_2537561778_000003: 59,450-68,047 (+)
49 46 45

ddad—C K K <@@T—DoED)

I N
IMGPR_plasmid_643348551_000001:31,550-37,611 (-)
89 88

ddc— e <

I I
IMGPR_plasmid_2660237966_000001: 77,841-83,892 (-)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (BECFHCKI_00080)
Single-stranded DNA-binding protein (BECFHCKI_00081)
anti-SOS response (APIS180) (BECFHCKI_00077)
Nucleoid occlusion protein (BECFHCKI,OOO78)
\ 79 | 85 86 87

— — — ——
IMGPR_plasmid_2681813455_000002: 72,336-82,488 (+)

5 8 9

I I
IMGPR_plasmid_3300053491_004544: 330-6,389 (+)
48 53 54

dAdac < K - -a&E—r

I I
IMGPR _plasmid 2711768109 _000004:42,765-48,823 (+)
4 8 9

ddac—C 3 -adT—0ED)

— —
IMGPR_plasmid_2734482539_000001: 274-6,333 (+)

39 38

ddac—C i -a@dT—oEm)

— ——
IMGPR _plasmid_2579778660_000001: 32,041-38,099 (-)
37 36

ddOcH—C i KT

— I
IMGPR_plasmid_642914202_000001: 25,567-31,626 (-)
39 38 ISL3 family transposase ISKox3 (DFPEHEEL_00037)

ddaBa—C K T < DD

— —
IMGPR_plasmid_2627853771.000001:27,331-34,714 (-)

57

addac—C C iacH—@T—oEm

— ——
IMGPR_plasmid_2744054670_000001: 47,670-53,729 (+)

40

dddc—C i H—a@T—oEm)

I I
IMGPR_plasmid_2563366920_000001:31,617-37,676 (-)

45 a4

daBc—C e K ——"00)

— —
IMGPR_plasmid_2537561643_.000001:40,288-48,753 (-)
76 80

dOdC—C KA —@—oEm)

— ——
IMGPR_plasmid_2684622520_000001: 70,357-76,416 (+)

22

ddd-c—C K aEH—a@—0m)

— I
IMGPR _plasmid_2561511241 000001: 15,986-22,034 (-)
Antirestriction protein KicA (JEPJLENA_00049) 44 43

dEC =< d&—@E-HDED

—
IMGPR_plasmid_2576861249_000001: 37,906-43,973 (-)

anti-CRISPR-Cas evasion by DNA repair (AP1S131) (LFMFPHDM_00048)
47 52 58 54

K ET— AT COacE —<C 0

— — — ——
IMGPR_plasmid_2645727835_000001:43,529-53,678 (+)

52 53 54
C K KIECH—aAKaEKEac < D

— —— — —
IMGPR _plasmid 2571042321 000001:45,574-55,725 (+)

100 101 102

K (C—a@@me—aEEacee =< i

—
IMGPR_plasmid_2939086508_000001:83,317-93,478 (+)

27 26 25

K E——AOE—EacETT—C {0

— — — —
IMGPR_plasmid_2872688378_000001: 16,034-26,195 (-)
32 27 26

K ——AO—ECac—C - 0

— — — ——
IMGPR_plasmid_2563366899_000003: 16,660-26,808 (-)

a4 45 46

K I EC—AamcCTEace—<C - D

— I
IMGPR_plasmid_2870454518_000001: 34,652-44,803 (+)
33 37 38 39

K I aMOddETTKEac—<C D

— —
IMGPR_plasmid_648934906_000001: 25,325-35,477 (+)

38 37 36

K K AEaEdET o< O

— — — —
IMGPR _plasmid_2537561779_000001:31,215-41,367 (-)

89 88 87

K E——AOCOEEEOacETT—C - {0

— — — —
IMGPR_plasmid_3300053491_008587:75,221-85,397 (-)

51 52 53
— — — —
IMGPR_plasmid_2541047940_000001:43,888-54,036 (+)

32 31 30

K AT KOO —C 0

— — — —
IMGPR _plasmid_2909201685_000002: 21,521-31,671 (-)

72 68 67 66

K KKE—1 A EEKacEE < {0

— — — ——
IMGPR_plasmid_2851966386_000001: 57,341-69,832 (-)

18 19 20

K E—AOCT A —<C - 0

— I — I
IMGPR _plasmid_2690315815_000001: 7,242-17,390 (+)
Nucleoid occlusion protein (EDBBMLHA_00046) 52 53 54

K CEC—AOCETEECOAE —<C - — 0

— — — —
IMGPR _plasmid_2737471866_000003:43,524-53,672 (+)

52 53 54
< — — —

I
IMGPR_plasmid_2558860435_.000001:43,518-53,666 (+)

A

39 38 37

—
IMGPR_plasmid_2939552756_000001:24,215-36,707 (-)
40 41 42
I —— I
IMGPR_plasmid_2721755644_000001: 28 477-38,627 (+)
58 51 50 49

K K CH—AOEEECT o —<C 00

— — —
IMGPR_plasmid_2506520037_000001: 37,257-48,122 (-)

L

-~

30 29

MGPR _plasmid_2939147180_000001: 20,691-30,838 (-)
37 3 35

MGPR _plasmid_2923334124_000001:27,845-37,993 (-)
44 40 39

MGPR _plasmid_2671180415_000001: 32,149-42,302 (-)
Plasmid segregation protein ParM (AGEEFECN_00018)
27 23 22 21 19 17

MGPR _plasmid_2859777919_000001: 10,925-23,249 (-)
Plasmid segregation protein ParM (LICGJGIA_00033)

36 34 32 31
A ——C K X T—aK K e I IO
IMGPR_plasmid_2778261485_.000002: 27,030-35,436 (-)
80 79 78 77
— ——

— I
IMGPR_plasmid_2711768068_000002: 70,559-80,721 (-)

1S4 family transposase 1S421 (PIOCOKAB_00013)
1S630 family transposase 15630 (PIOCOKAB_00016)

12 14 15 17 18 19 22
— — — I
IMGPR_plasmid_2671180384_000002: 3,312-17,571 (+)
HEase_00017 homing (NCBMEBEA_00038) 37 32 31 30
IMGPR_plasmid_292588648%_000001: 20,719-33,087 (-)
19 18 17 16

I
IMGPR_plasmid_2706794675_.000001: 8,043-18,063 (-)

—
IMGPR _plasmid_2706794672_000001: 30,117-40,130 (+)

—
IMGPR_plasmid_3300053491_005249:75,079-82,431 (-)

I
IMGPR_plasmid_2563366802_000002: 192-7,818 (-)
Plasmid segregation protein ParM (DCHFKLLJ_00008)
Tyrosine recombinase XerC (DCHFKLLJ_00005) RmpA (VF0570) (DCHFKLLJ_00001)
Protein UmuC (DCHFKLLJ_00010) 9 7 6 4 3 2

a—C  (id@ < O —@ @@ oeac

— — ——
IMGPR_plasmid_2630968808_000001:210-12,835 (-)
1312 10 9 8 6

aaed K& @0
IMGPR_plasmid_2909267149_000002: 2,666-8,757 (-)
} 5000 nt i

defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS)




