Protein of unknown function (Retron_VII_2_ DUF3800) (IJDDDPFH_00032)
Plasmid segregation protein ParM (IJDDDPFH_00039)
Tyrosine recombinase XerC (IJDDDPFH_00036)
| Protein UmuD (IJDDDPFH_00042)
DS-33__DS-33 (IJDDDPFH_00035) ‘ MTase_|1_00014 Type (IJDDDPFH_00046)
HEC-04 (IJDDDPFH_OObZ?) Protein UmuC (IJDDDPFH_00041)
28 3031 | 33 34 3738 | 40 | 43 44 45 47

I I L
IMGPR_plasmid_2537561643_000001: 27,994-45,986 (+)
Plasmid segregation protein ParM (JNGCLBMA_00012)
Tyrosine recombinase XerC (JNGCLMOOOO‘?)
DS-33_DS-33 (JNGCLBMA 00008)
Replication initiation protein (JNGCLBMA_00001)  Protein UmuC (JNGCLBMA_00014)
2 6 7 | | 1011 | 13 20 21  anti-RM (APIS037) (JNGCLBMA_00022)

I ] _— -
IMGPR _plasmid_2909182174_000001: 1-18,802 (+)
Protein of unknown function (Retron_VII_2_ DUF3800) (PDDPJLAH_00068)
Plasmid segregation protgh\'&arM (PDDPJLAH_00062)
Tyrosine recombinase XerC (PDDPJLAH_00065)
Transcription antitermination protein RfaH (PDDPJLAH_OOO76) Protein UmuC (PDDPJ LAH_00060)
175 69 | 67 66 | 6463 | 61 54 53

I — _— -
IMGPR _plasmid_2703718808 000001: 50,046-72,324 (-)
Protein of unknown function (Retron_VII_2_ DUF3800) (HCJNNPHO_00016)
Plasmid segregation protein ParM (HCJNNPHO_00010)
Tyrosine recombinase XerC (HCJNNPHO_00013)
17 | 15 14 [ 1211 | 9 Protein UmuC (HCJNNPHO_00008)

(0 s I I8 O N A 0 10 s IO /G 0 (o B I

— — —_—
IMGPR_plasmid_2541047829_000002: 1,119-21,286 (-)

Plasmid segregation protein ParM (PFLABADO_00010)
Tyrosine recombinase XerC (PFLABADO_00013)
TIR-I_TIR-I_B (PFLABADO_00018)

DNA-invertase hin (PFLABADO_00024) TIR-I_TIR-I_A (PFLABADO_00017)
Tn3 family transposase TnAs1 (PFLABADO_00023) 16
Aerotaxis receptor (PFLABAD0,000%S) 19 Tgs 14 12 11 9 Protein UmuC (PFLABADO_00008)

B H
IMGPR _plasmid_2778261422_000001: 1,697-26,100 (-)
HTH-type transcriptional regulator AppY (PADKFHDJ_00059)
Plasmid segregation protein ParM (PADKFHDJ_00050)
Tyrosine recombinase XerC (PADKFHﬁOOOS3)

OmpD (VF0969) (PADKFHDJ_00058)
55
62 60 56] 54 | 5251 49 Protein UmuC (PADKFHDJ_00048)

—
IMGPR _plasmid_2721755644_000001: 35,336-50,755 (-)
Plasmid segregation protein ParM (KFHLPEFF_00062)
Tyrosine recombinase XerC (KFHLﬁ‘F_OOOéS)
69 67 66 | 6463 | 61Protein UmuC (KFHLPEFF 00060)

A KEHDE-BI{OBAH DD

IMGPR_plasmid_2558860435_000001: 50,375-63,129 (-) 2
Plasmid segregation protein ParM (DKMGIIFB_00018)
Tyrosine recombinase XerC (DKMGIIFB_00015)
13 Protein UmuC (DKMGIIFB_00020)
12] 14 | 1617 | 19 26

IMGPR _plasmid_2563366899_000003: 9,753-22,057 (+)
Plasmid segregation protein ParM (OBJDNJPC_00058)
Tyrosine recombinase XerC (OBJDNJﬁC,OOOSS)

Colicin la (VF1183) (OBJDNJPC_00048)
49 53
47 T50 52] 54 | 5657 59 Protein UmuC (OBJDNJPC_00060)
I —_—
IMGPR_plasmid_2851966386_000001:42,413-60,632 (+)
Plasmid segregation protein ParM (HEDMBDFP_00079)
Tyrosine recombinase XerC (HEDMBDFP_00082)
84
85] 83 | 8180 ‘ 78 Protein UmuC (HEDMBDFP_00077)
I _—
IMGPR_plasmid_2737471820_000001: 67,830-83,342 (-)
Plasmid segregation protein ParM (FPEFJHFO_00021)
Tyrosine recombinase XerC (FPEFJHEO_OOOlS)
16 Protein UmuC (FPEFJHFO_00023)
15] 17 | 1920 | 22 30
_— -

I
IMGPR _plasmid_2939147180_000001: 8,470-26,087 (+)
Plasmid segregation protein ParM (KHKOBIGE_00059)
Tyrosine recombinase XerC (KHKOMOOO(:Z)
Protein UmuC (KHKOBIGE_00057)
64 63 6160 | 58 53

I L]
IMGPR _plasmid_2711768109_000004:45,531-63,761 (-)
Plasmid segregation protein ParM (OBDFJLBI_00031)
Tyrosine recombinase XerC (OBDFJLBI_00028)
26 27 | 2930 | 32Protein UmuC (OBDFJLBI_00033)

— — -
IMGPR_plasmid_2671180415_.000001:17,219-37,551 (+)

Plasmid segregation protein ParM (ELMBMINC_00085)
Tyrosine recombinase XerC (ELMBMINC_00088)
96 90 89 | 8786 | 84ProteinUmuC (ELMBMINC 00083)

i XDAOED-{ObERA Db

N _—
IMGPR _plasmid_2871664767_000002: 73,949-90,010 (-)
Plasmid segregation protein ParM (CMMKAGDH_00011)
Tyrosine recombinase XerC (CMMKAEE—LOOOM)
HEC-06_WP_081759119.1 (CMMKAGDﬁ_'B0017)
DS-3§_DS-33 (CMM KAGDH_OOOlS
24 23 18 \ 16 | | 1312 | 10Protein UmuC (CMMKAGDH_00009)

—— —
IMGPR_plasmid_2778261536_000002: 1,692-21,416 (-)

Plasmid segregation protein ParM (AGFBIAJK_00072)
Tyrosine recombinase XerC (AGFBIE’KOOOé?)
65 Protein UmuC (AGFBIAJK_00074)
59 62 63 64]66 67 68 7071 | 738 77

E— — -
IMGPR _plasmid_2627853910_000001:45,056-66,788 (+)

Plasmid segregation protein ParM (HMILELAO_00061)
Tyrosine recombinase XerC (HMILELAO_00064)
70 69 6867 66 65 63 62 | 60Protein UmuC (HMILELAO_00059)

Adi o XEHEHEDE B K- O-DIC-D

I _— -
IMGPR_plasmid_2711768195_000001: 50,016-71,748 (-)
Plasmid segregation protein ParM (CAAAJKDI_00024)
Tyrosine recombinase XerC (CAAAJKDI_00021)
15 16 1718 19 20 | 2223 | 25Protein UmuC (CAAAJKDI_00026)

— — -
IMGPR_plasmid_640048454_000001: 5,163-26,894 (+)

Plasmid segregation protein ParM (HOEMOJJD_00062)
Tyrosine recombinase XerC (HOEMOJJD_00065)
71 70 6968 67 66 | 6463 | 61ProteinUmuC(HOEMOJJD_00060)

ad{ o X0EHEHEDE B K- DD

I ] -
IMGPR_plasmid_2744054670_000001: 48,327-70,059 (-)
Tyrosine recombinase XerC (MAODFNGD_00064)
70 Plasmid segregation protein ParM (MAODFNGD_00061)
71] 69 6867 66 65 | 6362 | 60Protein UmuC (MAODFNGD_00059)

AdH_ > XPANEHEDEE{ERERH O-BI0-D

I —_— -
IMGPR_plasmid_2558860434_000001: 48,892-70,619 (-)
Plasmid segregation protein ParM (DFPEHEEL_00032)
1SL3 family transposase ISKox3 (DFPEHEEL_00037)
Tyrosine recombinase XerC (DFPEHEEL_OOOZ?)
25 Protein UmuC (DFPEHEEL_00034)
22 23 24|26 27 28 3031 | 33 | 39

I
IMGPR _plasmid_2627853771_000001: 11,001-31,947 (+)
Tyrosine recombinase XerC (LNOGKFNH_00093)
1S3 family transposase 1S2 (LNOGKFNH_00080) Plasmid segE’g;tion protein ParM (LNOGKFNH_00096)
81 85 87 83 8990 91 92 | 9495 [ 97Protein UmuC (LNOGKFNH_00098)

a&OH A XEEHEHEDE B -5

— —
IMGPR_plasmid_2568526548_000001: 72,189-92,598 (+)

Tyrosine recombinase XerC (CAPNAOGL_00063)
59 Plasmid segregation protein ParM (CAPNAOGL_00066)
56 57 SQT 60 61 62 \ 64 65 67 Protein UmuC (CAPNAOGL_00068)

IMGPR _plasmid_2627854066_000001:47,196-63,065 (+) — m
Plasmid segregation protein ParM (FEOOPONB_00028)
19Tyrosine recombinase XerC (FEOOPONB_00025)
18] 20 2122 23 24 | 2627 | 29Protein UmuC (FEOOPONB_00030)

IMGPR _plasmid_2684623047_000002: 12,610-28,477 (+) - =
ANT _3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (HAKLFMNG_00072)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (HAKLFMNG_00073)
trim_DfrA1_like-NCBIFAM trimethoprim-resistan?dih\‘/drofolate reductase DfrA (NFO00330.1) (HAKLFMNG_00071)
FloR-NCBIFAM chloramphenicol/florfenicol efflux MFS transporter FloR (NFO00219.1) (HAKL#MN‘G_(%OSO)
Sul2-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul2 (N|1—000295.1) (HAKLFMNG_00084)
Sul1-NCBIFAM 'sulfonamide-resistant dihydropteroate synthase Sul1 (NFO00294.1) (HAKLFMNG_00074)
blaGIL-NCBIFAM GIL family class A beta-lactamase (NFO00505.2) (HAKLFMNG_00076)
HTH-type transcriptional regulator HdfR (HAKLFMNG_00081)
1591 family transposase 1SVsa3 (HAKLFMNG_00078)
Phosphoglucosamine mutase (HAKLFMNG_00083) | 1S6 family transposase 1515 (HAKLFMNG_00069)
1S6 family transposase 1515 (H‘AKTFMNG,OOOSS)J 1S6 family transposase 1S15 ( AKLFMNG_00075) T Plasmid segregation protein ParM (HAKLFMNG_00062)
Tn3'family transposase TnAs1 (HAKLFMNG_00077) Tyrosine recombinase XerC (HAKLFMNG_00065)
89 88 8786 82 | | 79| [ 70 | 6867 66 | 6463 | 61Protein UmuC (HAKLFMNG_00060)

I | I ] L & 1 | ] -
IMGPR_plasmid_2925903241_000002: 48,324-86,576 (-)
Protein of unknown function (Retron_VII_2_ DUF3800) (KHHALPFK_00075)
Tyrosine recombinase XerC (KHHALPFK_00066)
DS-33_DS-33 (KHHALPFK_00067)
71 Plasmid segregation protein ParM (KHHALPFK_00063)
76 74 73 72]70 69 68 | | 6564 | 62ProteinUmuC (KHHALPFK 00061)

I I — L | -
IMGPR _plasmid_2645727529_000001: 50,529-75,078 (-)
Protein of unknown function (Retron_VII_2_ DUF3800) (LGGBNDBK_00041)
Plasmid segregation protein ParM (LGGBNDBK_00052)
Tyrosine recombinase XerC (LGGBNDBK_00049)
DS-33_DS-33 (LGGBNDBK_00048)
40 42 43 4445 46 47 | | 5051 53 Protein UmuC (LGGBNDBK_00054)

I L ___ | —— L] -
IMGPR_plasmid_2636415833_000001: 32,009-56,558 (+)
Plasmid segregation protein ParM (COIFJEML_00031)
Tyrosine recombinase XerC (COIFJEML_00028)
Antitoxin CcdA (COIFJEML_00026)
Toxin CcdB (COIFJEML_00027)
21 22 2324 25 |] | 2930

32Protein UmuC (COIFJEML_00033)

IMGPR_plasmid_2923272612_000001: 14,529-28,450 (+) —
Plasmid segregation protein ParM (IAGCEOMH_00031)
Tyrosine recombinase XerC (IAGCEO‘M'ﬁ,OOO28)
Antitoxin CcdA (IAGCEOMH_00026)
Toxin CcdB (IAGCEOMH_00027)
20 21 2223 2425 | | 2930

32Protein UmuC (IAGCEOMH_00033)

IMGPR_plasmid_642914202_000001: 14,938-28,859 (+) —
Plasmid segregation protein ParM (HMGBEDJA_00085)
Tyrosine recombinase XerC (HMGBEDJA_00088)
Antitoxin CcdA (HMGBEDJA_00090)
95 Toxin CcdB (HMGBEDJA_00089)
96] 94 9392 91 |] | 8786

84 Protein UmuC (HMGBEDJA_00083)

IMGPR _plasmid_2684622520_000001: 73,124-87,045 (-) —
Plasmid segregation protein ParM (EECPKDDL_00063)
Tyrosine recombinase XerC (EECPKWL_OOOéé)
Antitoxin CcdA (EECPKDDL_00068)
73 Toxin CcdB (EECPKDDL_00067)
741 72 7470 69 |] | 65 ¢4

62 Protein UmuC (EECPKDDL_00061)

— -
IMGPR_plasmid_2667527807_000001:51,241-67,272 (-)

Plasmid segregation protein ParM (NEDAPGHG_00078)
Tyrosine recombinase XerC (NEDAPGHG_00075)
Antitoxin CcdA (NEDAPGHG_00073)
68 Toxin CcdB (NEDAPGHG_00074)
671 69 7071 72 |] | 7677 79 Protein UmuC (NEDAPGHG_00080)

IMGPR_plasmid_2579778938_000001: 58,950-74,981 (+)
Plasmid segregation protein ParM (LECGOMFB_00047)
Tyrosine recombinase XerC (LECGOWFE_OOO44)
'1S66 family transposase ISCro1 (LECGOMFB_00049)
Antitoxin CcdA (LECGOMFB_00042)
Toxin CcdB (LECGOMFB_00043)
41 |T | 4546 48 5051 Protein UmuC (LECGOMFB_00052)

AEH_ O XPAHD-BI{ED-ERECTTEH O-DIC D

I —_— -
IMGPR_plasmid_2645727544_000001: 26,488-47,554 (+)
Plasmid segregation protein ParM (LEIANPLG_00035)
Tyrosine recombinase XerC (LEIANﬁ'GTOOO:%Z)
Antitoxin CcdA (LEIANPLG_00030)
Toxin CcdB (LEIANPLG_00031)
29 |T | 3334 36 Protein UmuC (LEIANPLG_00037)

A XA BI-{EEIH D0 OD

I _— -
IMGPR _plasmid_2563366920_000001: 18,684-37,019 (+)
Plasmid segregation protein ParM (NLJGLOBG_00017)
PDC-S67_WP_013220863.1 (NLJGLOBG_00013)
Tyrosine recombinase XerC (NLJGLOBG?OOOM)
Colicin-la (NLJGLOBG_00006)
12
1011 |

15 16 ‘ 18 Protein UmuC (NLJGLOBG_00019)

I _—
IMGPR_plasmid_2561511241_000001:2,555-21,285 (+)
DS-28__DS-28A (PNFHPFFP_00024)

DS-28__DS-28B (PNFHPFFP_00025)  Tyrosine recombinase XerC (PNFHPFFP_00037)

ﬁi—lleR-LA (PNFHPFFP_00028) Plasmid segregation protein ParM (PNFHPFFP_00040)
30 DS-33_DS-33 (PNFHPFFP_00036)
23 26 27 29 31 3233 34 35 | | 3839 41 Protein UmuC (PNFHPFFP_00042)
I — _—

IMGPR _plasmid_643348551_000001: 15,255-34,842 (+)

Plasmid segregation protein ParM (EAJIPIPA_00002)
PDC-S67_WP_013220863.1 (EAJIPIPA_00006)
Tyrosine recombinase XerC (E‘AJIPIPA_OOOOS)

8 7| | 43 | 1 107 102

L] L] -

IMGPR _plasmid 2939086508 _000001: 1-6,337 (-); 88,069-94,725 (-)

Plasmid segregation protein ParM (LFAIMCPA_00018)
PDC-Sé7_WP_013220863A1‘(|fA|MCPA_00014)
Tyrosine recombinase XerC (LFAIMCPA_00015)

12 13 | | 1617 | 19Protein UmuC (LFAIMCPA 00020)

L] _— -
IMGPR _plasmid_2872688378_000001: 8,480-21,443 (+)
Protein of unknown function (Retron_VII_2_ DUF3800) (FLMJIGIF_00030)
Plasmid segregation protein ParM (FLMJIGIF_00041)
PDC-S67_WP_013220863.1 (FLMJIGIF_00037)
Tyrosine recombinase XerC (FLMJIGIF_00038)
27 35
T2829 31 32 33347 36 39 40 42 Protein UmuC (FLMJIGIF_00043)
] ] -

I
IMGPR _plasmid_2531839265_000002: 19,760-40,720 (+)
Plasmid segregation protein ParM (IBOALAOF_00059)

Tyrosine recombinase XerC (I BOALE?_OOOSé) 1S91 family transposase ISEc37 (IBOALAOF_00070)
1S66 faMin transposase ISCro1 (IBOALAOF_00064)
TIR-I_TIR-1_B (IBOALAOF_00051) Protein UmuC (IBOALAOF_00061) 1591 family transposase ISEc37 (IBOALAOF_00071)
TIR-I_TIR-I_A (IBOALAOF_00052) Tcf (VF0964) (IBOALAOF_00065) Toxin RelE2 (IBOALAOF_00073)
53 Tcf (VF0964) (IBOALAOF_00066) 75
50 T§4 55 57 58 60| 6263 67 68 69 72 7741 Protein UmuC (IBOALAOF_00076)
N | -

I —
IMGPR _plasmid 2778261215 000001:41,038-78,326 (+)
Protein of unknown function (Retron_VII_2_ DUF3800) (JDGICEKD_00012)
Signal recognition particle 54 kDa protein (JDGICEKD_00017)
Plasmid segregation protein ParM (JDGICEKD_00018)
Tyrosine recombinase XerC (JDG ﬁ?D_OOOlS)
11 | 13 14 [ 16| | 19Protein UmuC (JDGICEKD_00020)

a@dH—{__ XA PEAEHEIR— A b

I I _—
IMGPR_plasmid_2687453236_000001: 1,658-21,689 (+)
Signal recognition particle 54 kDa protein (GEEBJLIN_00072)
Plasmid segregationj;rotein ParM (GEEBJLIN_00073)
Tyrosine recombinase XerC (GEEE‘I]\LOOO70)
DS-33_DS-33 (GEEBJLIN_G0069)
67 68 | | 71| | 74Protein UmuC (GEEBJLIN_00075)

dd{ O XDEHHDROEEMCE-O-DIDD-D

I —_—— _— -
IMGPR_plasmid_641736222_000003: 58,889-77,474 (+)
Signal recognition particle 54 kDa protein (JEPJLENA_00037)
Plasmid segregati(Tnprotein ParM (JEPJLENA_00038)
Tyrosine recombinase XerC (JEPJLENA_00035)
Protein UmuC (JEPJLENA_00040)
3334 | 36| | 3 43

IMGPR _plasmid 2576861249 000001: 31.371-41,1_99 (+)
Signal recognition particle 54 kDa protein (IGNBMHIO_00077)
Plasmid segregationmtein ParM (IGNBMHIO_00078)
Tyrosine recombinase XerC (IGNBW0,000H)
DS-33_DS-33 (IGNBMHIO_00074)
70 71 72 73 | | 76| | 79Protein UmuC (IGNBMHIO_00080)

—_— _—
IMGPR _plasmid_3300053491 005249:62,564-78,149 (+)
Protein of unknown function (Retron_VII_2__DUF3800) (MEEPDNMJ_00011)
Signal recognition particle 54 kDa protein (MEEPDNMJ_00028)
Plasmid segregation protein ParM (MEEPDNMJ_00029)
1S6 family transposase 1S26 (MEEPDNMJ_00018)
1S6 family transposase 1S26 (MEEPDNMJ_00026)
TIR-I_TIR-1_B (MEEPDNMJ_00007) 1S6 family transposase 1S26 (MEEPDNMJ_00020)
TIR-I_TIR-I_A (MEEPDNMJ_‘OOOO8) 23
6 | 910 | 12131415 1617| 19 21222425 | 27

30Protein UmuC (MEEPDNMJ_00031)

I I
IMGPR _plasmid_2939552756_000001: 1-27,507 (+)
Protein of unknown function (Retron_VII_2_ DUF3800) (LFMFPHDM_00072)
TIR-I_TIR-I_B (LFMFPHDM_OOO73) Signal recognition particle 54 kDa protein (LFMFPHDM_00063)
TIR-I_TIR-ILA (LFMFPHDM_‘OOO75) Plasmid segregationgr’;tein ParM (LFMFPHDM_00062)
74 Tyrosine recombinase XerC (LFMFFI—BM_OOO(SS)
77 T73 71706968 67 66 | 64| | 61Protein UmuC (LFMFPHDM_00060)

I L —— I _—
IMGPR_plasmid_2645727835_000001: 50,387-75,692 (-)
blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bce-type (NFO00320.3) (GDMGGAIC_00006)
151380 family transposase ISEcp1 (GDMGGAIC_00008)
Tn3 family tf'ansposase Tn2 (GDMGGAIC_00009)
Transpo%on Tn3 resolvase (GDMGGAIC_00010)
Beta-lactamase TEM (GDMGGAIC_00011)
Tn3 family transposase Tn2 (GDMGGiAlc_oot‘m)
3 5 |7

‘ 12 13 Protein UmuC (GDMGGAIC_00014)

IMGPR_plasmid_2687453188_000001: 1,060-18,121 (+)
Plasmid segregation protein ParM (KLBHEINL_00078)
Protein UmuC (KLBHEINL, 00073)
7172 76 77 | 79

IMGPR_plasmid_3300029480_000003: 64,599-77,951 (+)_
I 10000 nt |
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)




