capH (FHNFIPID_00006)
1 2 3 4 5 T 7 8 9 10 11

D—@ D)D) A DD

-
IMGPR_plasmid_3300007297_000022: 140-9,645 (+)
1 2 3 4

DO A DD

-
IMGPR_plasmid_3300008664_000020: 477-9,115 (+)
1 2 3 4

D—- DD N DD

-
IMGPR_plasmid_3300014766_000011:36-8,963 (+)
1 2 3 4 5 6

DT D — T DD N oD

-
IMGPR_plasmid_3300006479_000017:17-10,861 (+)

tet_ ABC_46_B-NCBIFAM tetracycline efflux ABC transporter Tet(46) subunit B (NFO00475.1) (DHDHFNJO_00031)
30 29 28 27 26 25 24

- HETTH D—O A HDD
IMGPR_plasmid_3300007194_000018: 22,241-33,636 (-)
28 27 26 25 24

PEETTTD-DO N ADD

\MGPR,p\asm'\d73300008274700?017: 22,261-30,914 (-)
putative transcriptional regulatory protein YeeN (KKDPAIMB_00001)
ABC transporter (VF0818) (KKDPAIMB_00005)
ABC transporter (VF0818) (KKDPAIMB_00004;
2 3 \ 6 7 8 9 10 11 1213

| HEE ) e B e b PO-D—0

IMGPR_plasmid_3300008746_000013:117-16,128 (+)
putative HTH-type transcriptional regulator (BIMLKCHD_00029)

24
28 27 26 25 T23

EDED- - PO-D—O! N DD

IMGPR_plasmid_33000086 18 000013:20,265-30,171 (-)
putative ABC transporter ATP-binding protein (HBODGDNA_00033)
32 31 30 29 28 27 26 25 21

B — OB DD N DD

-
IMGPR_plasmid_3300008751_000008: 21,093-32,026 (-)
28 27 26 25 24 20

-
IMGPR_plasmid_330000809%_000020: 21,526-28,885 (-)
1 2 3 4 5 6

[O-H@ETED PSP ! DD

-—
IMGPR_plasmid_3300008483_000024:2-7,651 (+)

1 2 3 45 9

D—DEPDD—0K N DD

IMGPR_plasmid_7000000301 000007: 338,520 (+)
1 23

P AP

-
IMGPR_plasmid_3300028954_000051: 79-7,638 (+)
32 81 30 2928 23

W Y D W A A AOD

-
IMGPR_plasmid_3300008498_000022:23,716-34,042 (-)
1 2 3 4 56

OO ! A DD

IMGPR_plasmid_3300007728_000011: 12-211,459 (+)

28
31 30 29  J27

OO A A DD

L J
IMGPR_plasmid_3300008607_000030: 22,057-32,794 (-)
36 35 34 33 32 31

O D5 ! b AD

-
IMGPR_plasmid_3300007803_000022: 23,974-35,981 (-)
1 2 3 4

TR0 N AOD

-
IMGPR_plasmid_3300008130_000021: 286-8,286 (+)
1 2 3 4 5 6

DD OO A DD

IMGPR_plasmid_3300007753_000029: 364-11,808 (+)
LPS (VF0124) (NECIIEDN_00027)
29 28 26 25 24 20

l N ) I e SO I Do W H H

I -
IMGPR_plasmid_3300008128_000039: 20,139-33,868 (-)

vanR_FM-NCBIFAM vancomycin resistance response regulator transcription factor, VanR-F/VanR-M family (NFO33120.0) (PHGINMJK_00032)
HK_VanS_ACBEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (PHGINMJK_00031)

34 33 | 30 29 28 27 26
I
IMGPR_plasmid_3300006522_000025: 21,466-30,903 (-)

vanR_FM-NCBIFAM vancomycin resistance response regulator transcription factor, VanR-F/VanR-M family (NFO033120.0) (CNEHGKHH_00002)
HK_VanS_ACBEFG-NCBI FAM vancomycin resistance histidine kinase VanS (NFO33091.0) (CNEHGKHH_00003)
1 | 4 5 6 7

[ T e Wb B, e e N oD

—
IMGPR_plasmid_3300007122_000001: 19-11,192 (+) -
1 23 4 5

PO oD

-
IMGPR_plasmid_3300006321_000035: 389-8,997 (+)
23
25 24 22 21

R0 oD

-
IMGPR_plasmid_3300007124_000033: 18,468-27,166 (-)

putative HTH-type transcriptional regulator (PCLOLMFA_00001)
2 3 4 5

-5 N OO0

-
IMGPR_plasmid_3300007315_000022: 9-9,030 (+)
1 2 3 4

DAETDDED O DD

-
IMGPR_plasmid_3300008714_000011: 77-7,932 (+)

Sensor histidine kinase WalK (LLFDCLCK_00001)
2 8 4 5

DO DD DD

L
IMGPR_plasmid_3300014037_000022: 64-8,937 (+)
Manganese efflux system protein MneS (PPDDDHBI_00001)

2 3

DO N oD

\MGPR,p\asm'\d73300009381,-000017: 230-8,661 (+)
Tagatose 1,6-diphosphate aldolase (OFENOEFK_00029)
Tagatose-6-phosphate kinase (OFENOEFK_00030)

| 28 27 26

| N — DD A A HDD

IMGPR_plasmid_3300007132_000008: 21.954-33-,865 (-)
putative peptidoglycan glycosyltransferase FtsW (PLHOKMJG_00033)
Phosphoenolpyruvate carboxylase (PLHOKMJG_00032)
PrsA2 (VF0449) (PLHOKMJG_00034) \ 31 30 29 28 27 26 2524

I H OB PETTTERDD O

I -—
IMGPR_plasmid_3300006317_000032: 22,150-37,020(-)
31 30 29 28 27 26 2524

s I S e ) v B W ADOD

-
IMGPR_plasmid_7000000510_000025:21,964-31,734 (-)
1 2 3 4 5 6 78 1 12 16

O HEEESHPD D T AP

-
IMGPR_plasmid_7000000018_000013: 74-10,602 (+)
9 14

13
DO i DD )

-
IMGPR_plasmid_3300008682_000017:2,988-12,289 (+)
7

DO N B ) )

-
IMGPR_plasmid_3300007318_000016: 1,824-10,587 (+)
8 9 13 14

DO DD YO

WGPR,D\asm'\dfé4827é7397000001: 2,385-13,526 (+)
} 6000 nt {
defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




