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Tyrosine recombinase XerC (FIMAGJD6,00005)
1 2 3 4 6 \ \ 9

I
IMGPR_plasmid_3300029887_000242: 266-5,834 (+)
tRNA Né-adenosine threonylcarbamoyltransferase, mitochondrial (CPDPAHLH_00001)
tRNA-Asn(gtt)

BE{HOAC T iC K

\MGPRtp\asmid,SSOOOZ%O0,000l19: 55-4,872 (+)
tRNA threonylcarbamoyladenosine biosynthesis protein Tsak (GEHACIJJ_00042)
Mycotﬁiol acetyltransferase (GEHACIJJ_00040)
Melamine deaminase (GEHACI‘JJ_OOO44)
42 \ 40 tRNA Né-adenosine threonylcarbamoyltransferase (GEHACIJJ_00039)

| A N e a'm XAC I KT
IMGPR_plasmid_3300029756_000218:31,737-41,620 (-)
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