
IMGPR_plasmid_3300026080_000011: 14,902-33,402 (+)

Electron transfer flavoprotein subunit alpha
Electron transfer flavoprotein subunit beta (AFIKEPCD_00021)

Michele_1A_hits_grouped (AFIKEPCD_00022)

Baeyer-Villiger monooxygenase (AFIKEPCD_00023)
LipF (VF0307) (AFIKEPCD_00024)

25 26

IS5 family transposase ISPko1 (AFIKEPCD_00027)
Fatty acid oxidation complex subunit alpha (AFIKEPCD_00028)

Alpha-ketoglutaric semialdehyde dehydrogenase 1 (AFIKEPCD_00029)

HTH-type transcriptional regulator TsaQ1/TsaQ2 (AFIKEPCD_00030)

FadE29 (VF0845) (AFIKEPCD_00031)

Long-chain-alcohol dehydrogenase 1 (AFIKEPCD_00032)
Acetyl-CoA:oxalate CoA-transferase (AFIKEPCD_00033)

HTH-type transcriptional activator RhaS (AFIKEPCD_00034)

35
Nucleoid occlusion protein (AFIKEPCD_00036)

IMGPR_plasmid_3300009413_000008: 31-18,531 (-)

Nucleoid occlusion protein (KNHIMMLB_00001)
2

HTH-type transcriptional activator RhaS (KNHIMMLB_00003)

Acetyl-CoA:oxalate CoA-transferase (KNHIMMLB_00004)
Long-chain-alcohol dehydrogenase 1 (KNHIMMLB_00005)

FadE29 (VF0845) (KNHIMMLB_00006)

HTH-type transcriptional regulator TsaQ1/TsaQ2 (KNHIMMLB_00007)
Alpha-ketoglutaric semialdehyde dehydrogenase 1 (KNHIMMLB_00008)

Fatty acid oxidation complex subunit alpha (KNHIMMLB_00009)
IS5 family transposase ISPko1 (KNHIMMLB_00010)

11

IMGPR_plasmid_3300025264_000016: 331-7,780 (-)

Fatty acid oxidation complex subunit alpha (OEJEHDNE_00001)
IS5 family transposase ISPko1 (OEJEHDNE_00002)

3

IMGPR_plasmid_3300048643_000005: 745-15,322 (-)

Acetyl-CoA:oxalate CoA-transferase (DGLOKGKM_00001)

Long-chain-alcohol dehydrogenase 1 (DGLOKGKM_00002)

FadE29 (VF0845) (DGLOKGKM_00003)

HTH-type transcriptional regulator TsaQ1/TsaQ2 (DGLOKGKM_00004)
Alpha-ketoglutaric semialdehyde dehydrogenase 1 (DGLOKGKM_00005)

Fatty acid oxidation complex subunit alpha (DGLOKGKM_00006)
7Electron transfer flavoprotein subunit alpha (DGLOKGKM_00012)

IMGPR_plasmid_3300048641_000004: 116-8,874 (-)

4-(hydroxymethyl)benzenesulfonate dehydrogenase TsaD1 (KKNKFNFB_00001)
Fatty acid oxidation complex subunit alpha (KKNKFNFB_00002)

3
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