47 48 49 50 51 1 2 HTH-type transcriptional activator RhaS (HFIAOMBN_00003)

IMGPR_plasmid_3300053491_056092:48,817-53,498 (+); 1-1,750 (+)
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IMGPR_plasmid_3300029700_000029: 42,035-49,220 (+)
vanZ-A-NCBIFAM glycopeptide resistance protein VanZ-A (NF033125.2) (CDOPEOFB_00059)
Single-stranded DNA-binding protein (CDOPEOFB_00050)
Sortase B (VF0789) (CDOPEOFB_00051) DS-15_DS-15A (CDOPEOFB_00056)
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IMGPR _plasmid_3300029784_000030:51,268-63,867 (+)
vanZ-A-NCBIFAM glycopeptide resistance protein VanZ-A (NF033125.2) (BHJJKPGA_00051)
putative dual-specificity RNA methyltransferase RImN (BHJJKPGA_00054)

Single-stranded DNA-binding protein (BHJJKPGA_00042) Refron_VI_HTH (BHJJKPGA_00053)
Sortase B (VF0789) (BHJJKPGA_00043) DS-15__DS-15A (BHJJKPGA_00048)
41 \ 44 4546 47 49 50 52 55
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IMGPR_plasmid_3300029432_000040: 44,507-59,997 (+)
Single-stranded DNA-binding protein (JDPHLKCO_00034)
Sortase B (VF0789) (JDPHLKCO_00035)
33 | 36 37 3839 40 DS-15_DS-15A (JDPHLKCO_00041)
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IMGPR_plasmid_3300029346_000303:27,248-36,999 (+)
Single-stranded DNA-binding protein (KEJHEAIM_00033) putative ABC transporter ATP-binding protein YknY (KEJHEAIM_00044)
Sortase B (VF0789) (KEJHEAIM_00034) DS-15_DS-15A (KEJHEAIM_00039)
32 \ 35 3637 38 40 41 42 43 SenX3 (VF0857) (KEJHEAIM_00045)
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IMGPR_plasmid_3300029795_000202: 33,990-49,986 (+)

Single-stranded DNA-binding protein (AGOCMJKC_00045) DS-15_DS-15A (AGOCMJKC_00051)
Sortase B {VF0789) (AGOCMJKC_00046) Ribokinase (AGOCMJKC_00053) SspA_ 00001 SspA (AGOCMJKC_00057)
44 | 47 4849 50 52 54 55 56
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IMGPR_plasmid_3300029374_000040:43,821-59,222 (+)
} 6000 nt {
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




