ISNCY family transposase 1ISBcen27 (AICINOFN_00080)
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91 ISNCY family transposase ISBcen27 (HECLPHIA_00092)

IMGPR_plasmid_2808606830_000001: 60,039-83,738 (+)

IMGPR _plasmid_2808606835_000001: 67,389-75,427 (+)
Response regulator protein TmoT (JOKDJIAJ_00085)
putative hyarolase YcaC (JOKDJIAJ_00086)
79 83  Adaptive-response sensory-kinase SasA (JOKDJIAJ_OOOBA) 87
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IMGPR _plasmid_2808606845_000002: 62,669-80,258 (+)
Tyrosine recombinase XerC (CJAPDLGC_00080)
Tyrosine recombinase XerC (CJAPDLGC_00081)
Tyrosine recombinase XerC (CJAPDLGC_00079)
MTase_ll_00014 Type (CJAPDLGC_00075)
7374 78 8283 84

(@@—@@E i m-eE—aEaEmnaE—»

—
IMGPR_plasmid_2808606864_000002: 63,913-75,998 (+)
PDC-509_WP_123102942.1 (KFFBCKAO_00087)

Tyrosine recombinase XerC(KﬁBCKAO_OOOSé) Ler (VF0192) KFFBCKAO _00109)
Retron_IX_HEPN domain (KFFBCKAO_00088) Ler (VF0189) (KFFBCKAO_00107)
90 101 105
91 99 102 104 114
81 891929394 95 96 97 98[100| [103 | |106 |108| 110111112 113115116 117
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IMGPR_plasmid_2808606947_000003: 63 414-84.025 (+)
PDC-S09_WP_123102942.1 (IACFDDPD_00087)
Tyrosine recombinase XerC (IACFDDPD_00086) Ler (VF0192) (IACFDDPD_00109)
Retron_IX_HEPN domain (IACFDDPD_00088) Ler (VF0189) (IACFDDPD_00107)
90 101 105
91 99 102 104 114
891929394 95 96 97 987[100| [103 | |106 |108| 110111112 113115116 117

IMGPR_plasmid_2808606913_000003: 63414-84,013 (+)
Tyrosine recombinase XerC (EDKEFOCK_00095)
MazEF__MazE (EDKEFOCK_00096)
MazEF_MazF (EDKEFOCK_00097) Ler (VF0192) (EDKEFOCK_00110)
99 101 103 107 109
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IMGPR _plasmid_2808606951 000001: 74,490-88,464 (+)
MECA_PBP2A-NCBIFAM PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (EEGBEOHC_00001)
Insertion element 1S6110 uncharacterized 12.0 kDa protein (EEGBEOHC_00002)
Tyrosine recombinase XerC (EEGBEOHC_00016)
MazEF__MazE (EEGBEOHC_00015) IS3 family transposase ISAzsp1 (EEGBEOHC_00004)
MazEF_'MazF (EEGBEOHC_00014) ‘

‘ ‘ T Ler (VF0192) (EEGBEOHC_00008)
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IMGPR_plasmid_2808606902_000002: 824-17,288 (-)
Ler (VFO192) (DHNMNDPA_00007)
Ler (VF0189) (DHNMNDPA_00009)
21 15 14 13 121110 [ 8| 6 5 4 3 2 Actin cross-linking toxin VgrG1 (DHNMNDPA_00001)
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IMGPR_plasmid_2808606837_000001: 5-16,563 (-)
[ 9000 nt i
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




