HmaC_00001 AAA+ (OLMLDOIG_00048) Azaca_ZacA (OLMLDOIG_00057)
46 HmaA_00001 SNF2 (OLMLDOIG_00051)  Gabija_GajB_2 (OLMLDOIG_00055)
T47 HmaB (OLMLDOIG_00049) 50 5253 54 56 1S3 family transposase I1SCc3 (OLMLDOIG_00058)
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IMGPR_plasmid_3300034072_000711:42,955-70,672 (+)

Gabija_GajB_2 (BIDAAHMB_00050)
HmaA_00001 SNF2 (BIDAAHMB_00046) 47 48 49 51 52 53
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I ———— — ——
IMGPR_plasmid_3300048597_000114:37,103-61,410 (+)

Azaca_ZacA (AGEAFILC_00003)

HmaA_00001 SNF2 (AGEAFILC_00009) Gabija_GajB_2 (AGEAFILC_00005) Azaca_ ZacC (AGEAFILC_00001)
15 10 8 7 6 4 Azaca_ ZacB (AGEAFILC_00002)

T ——— — —— = ——————
IMGPR _plasmid_2876847873_000010: 31-28,584 (-)

Disulfide-bond oxidoreductase YfcG (ONPMFAOG_00002)
Disulfide-bond oxidoreductase YghU (ONPMFAO@OOOS)
IS5 family transposase ISMdi21 (ONPMFAOG_00006)
Michele_2A_hits_grouped (ONPMFAOG 00004)
Azaca_ZacA (ONPMFAOG_00010)  AhpC (VFO306) (ONPMFAOG_00005)

Gabija_GajB_2 (ONPMFAOG_00012) Azaca_ZacC (ONPMFAOG 00008)
HmaA_00001 SNF2 (ONPMFAOG_0001¢6) 15 14 13 11 Azaca_ZacB (ONPMFAOG_00009) 7 ‘ ‘ 1
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I —— — —— ——
IMGPR_plasmid_3300025520_000052: 198-37,005 (-)

41  HmaA_00001 SNF2 (IPDKINBK_00043) 44 45 46 47
——

——
IMGPR_plasmid_3300009113_000017: 30,379-49,589 (+)
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I —— —
IMGPR_plasmid_3300048836_000244: 46-12,045 (-)
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IMGPR_plasmid_3300048834_000262:27,389-39,388 (+)
} 10000 nt {
defence (DefenseFinder) defence (PADLOC) virulence (VFDB)




