Diacetylchitobiose uptake system permease protein DasC (NLKGKHJF_00128)
RNA polymerase-binding transcription factor DksA (NLKGKHJF_00132)
Trehalose-recycling ABC transporter (VF0842) (NLKGKHJF_00129)
HTH-type tranécriptional repressor CytR (NLKGKHJF_00127)
HitABC (VF0268) (NLKGKHJF_00131)
130 \ 133134 135136 137 138 139 140 141 ABC transporter arginine-binding protein 1 (NLKGKHJF_00142)
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IMGPR_plasmid_2850822224_000002: 130,996-146,631 (+)
RNA polymerase-binding transcription factor DksA (KDKLBJOL_00228)
227 226 225
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IMGPR_plasmid_2791355264_000009: 229,718-245,353 (-)
RNA polymerase-binding transcription factor DksA (GCEHPIJN_00163)
161 | 163 164
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IMGPR_plasmid_2721755514_000002: 163,958-179,555 (+)

RNA polymerase-binding transcription factor DksA (LABJAFFC_00276)
276 T 274 273 Glutathione-independent formaldehyde dehydrogenase (LABJAFFC_00268)
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IMGPR plasmid 2928373995 000005: 291,818-308,300 (-)
269 265
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IMGPR_plasmid_2842428310_000016:277,516-289,494 (-)
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IMGPR_plasmid_2738541346_000011:41,671-53,639 (+)

RNA polymerase-binding transcription factor DksA (NLFEBLAP_00114)
Inosine-5'-monophosphate dehydrogenase (NLFEBLAPFOMl)
Alcohol dehydrogenase (NLFEBLAP_00110) ‘
putative alcohol dehydrogenase AdhA (N[FEBLAP,O‘OlO‘)) 112 113 115 116 117 118 120
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IMGPR_plasmid_640427137_000004: 106,295-126,890 (+)

RNA polymerase-binding transcription factor DksA (KGMALBKO_00126)
Copper-exportingﬁtype ATPase (KGMALBKO_00128)
putative alcohol dehydrogenase AdhA (KGMALBKO_00121)
Alcohol deﬁydrogenase (KGMALBKO_00122)
\ 123 124 125 127 129 130
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IMGPR_plasmid_2565956559_000003: 121,087-141,005 (+)
RNA polymerase-binding transcription factor DksA (FJEGIAGO_00119)
Inosine-5'-monophosphate dehydrogenase (FJEGIAGO_00116)
1S5 family transposase ISPhal (FJEGIAGO_00121)
| 1S5 family transposase ISPhat (FJEGIAGO_00122)
Alcohol dehydrogenase (FJEGIAGO_00115) Copper exporter (VF0849) (FJEGIAGO_00120)
putative alcohol dehydrogenase AdhA (FJEGIAGO_00114) 117 118 | | ] 123 124
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IMGPR_plasmid_2850828621_000003: 116,713-138,477 (+)

RNA polymerase-binding transcription factor DksA (OHLKPOPO_00048)
putative alcohol dehydrogenase AdhA (OHLKPOPO_00044)
A‘ cohol dehydrogenase (OHLKPOPO_OOOTé)
45 49
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IMGPR_plasmid_2791355256_000011:34,833-52,434 (+)

RNA polymerase-binding transcription factor DksA (BEKJBHJD_00136)
Alcohol dehydrogenase (BEKJBHJD_00140)
putative alcohol dehydrogenase AdhA (BEKJBHJD_00141) Copper exporter (VF0849) (BEKJBHJD_00135)
| 139 138 137 | 134 133
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IMGPR_plasmid_2842422224_000001: 131,979-152,545 (-)

RNA polymerase-binding transcription factor DksA (GCPAJEGG_00200)
Alcohol dehydrogenase (GCPAJEGG_00196)
putative alcohol dehydrogenase AdhA (GEPAJEGG,OOl?S) Copper exporter (VF0849) (GCPAJEGG_00201)
\ 197 198 199 | 202 203
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IMGPR_plasmid_2718218233.000002: 191,286-211,852 (+)

RNA polymerase-binding transcription factor DksA (EPACBEFA_00197)
Inosine-5'-monophosphate dehydrogenase (EPACBEFA_00194)
Alcohol dehydrogenase (EPACBEFA_00193) Copper expdrter (VF0849) (EPACBEFA_00198)
putative alcohol dehydrogenase AdhA(EﬂACBEFA_dOl92) 195 196 ‘ 199 200

— — —
IMGPR _plasmid_2721755823_000002: 194,062-215,134 (+)

RNA polymerase-binding transcription factor DksA (CELNPNFB_00209)
Alcohol dehydrogenase (CELNPNFB_00205)
putative alcohol dehydrogenase AdhA (CELNPNFB_00204) Copper exporter (VF0849) (CELNPNFB_00210)
| 206 207 208 | 211 212
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IMGPR_plasmid_2721755685_000002: 202,492-223,058 (+)

RNA polymerase-binding transcription factor DksA (KBNGLEMN_00207)
Alcohol dehydrogenase (KBNGLEMN_00203)
L-threonine 3-dehydrogenase (KBNGLEM N_00202) Copper exporter (VF0849) (KBNGLEMN_00208)
putative alcohol dehydrogenase AdhA (KBNGLEMN_00201) \ 204 205 206 \ 209 210
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IMGPR_plasmid_2718218199_000003: 200,681-221,369 (+)
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