Galactose/methyl galactoside import ATP-binding protein MglA (BEKJBHJD_00228)
sn-glycerol-3-| phgphate import ATP-| blndlng protein UgpC (BEKJBHJD_00234)
Glycerophosphodlester phosphodlesterase cytoplasmic (BEKJBHJD_00233)
Lactose transport system permease protein LacG (BEKJBHJD_00235)
putative methylxanthine N7- demethylase NdmC (BEKJBHJD_ 002275
putative rlboﬂavm import permease protein RfuC (BEKJBHJD 00229)
Trehalose-recycling ABC transporter (VFOS42)?KJBHJD 00216)
Trehalose- recycling ABC transporter (VF0842) (BEKJBHJD,OO217)
\ \ Trehalose recycllng ABC transporter (VF0842) (BEKJBHJD_00236)
Hydroxydechloroatrazine ethylamlnohydrolase (BEKJBHJD 00226)
HTHTyE transcrlptlonal repressor quR (BEKJBHJD 00232)
1S30 family transposase ISRIe2 (BEKJBHJD 00220) putatlve D,D- dlpeptlde transport system permease protein DdpC (BEKJBHJD_00242)
‘ Purine-| b|nd|ng proteln (BEKJBHJD_ 00227 ‘ J ‘ ‘

HitABC (VF0268) (BEKJBHJD_00215) Dipeptide transport system permease protein DppB (BEKJBHJD_00241)
BopD (VF0362) (BEK‘JBHJD_‘OOZl?) Transcrlptlonal regulator KdgR ( (BEKJBHJD_00239)
221 sPa1 (VF0694)(BEKJBHJD 00237) L
222 231| Glutathione-bind binding proteln GsiB (BEKJBHJD_00240)
218 [1223]225 230 | | | || |23 | T | | Oligopeptidetransport ATP-binding protein OppD

I | - —
IMGPR _plasmid_2842422224 000001:219,430-247,083 (+)
Galactose/methyl galactoside import ATP-binding protein MglA (DFOGHLDA 00117)
sn-glycerol-3-| pho?pEte import ATP-| blndlng protein UgpC (DFOGHLDA _00111)
Glycerophosphodlester phosphodlesterase cytoplasmic (DFOGHLDA_00112)
Lactose transport system permease protein LacG (DFOGHLDA _00110)
putative methylxanthine N7- demethylase NdmC (DFOGHLDA_(ﬁZl
putative rlbofla\ﬁn import perrnease protein RfuC (DFOGHLDA_00116)

Trehalose recycling ABC transporter (VFO0842) (DFOGHLDA_00128)
Trehalose-recycling ABC transporter (VF0842) (DFOGHLDA _00127)

\ \ Trehalose-recycling ABC transporter (VF0842) (DFOGHLDA_00109)
Hydroxydechloroatrazine ethylaminohyd rolase (DFOGHLDA_‘OO‘MBT

| Purine-binding protein (DFOGHLDA_00118)
BopD (VF0362) (DFOGHLDA_00125) - | |

124 HTH-type transcriptional repressor CsqR (DLOGHLDA_OOMIB)
123

114
126 | |[122]120

15 [

‘ ‘ SP41 (VF0694) (DFOGHLDA_00108)

I L —
IMGPR_plasmid_2728369352_000002: 107,704-134,560 (-)
Galactose/methyl galactoside import ATP-binding protein MglA (KMPFNIEF_00130)
sn-glycerol-3-| phmtelmportATP blndlng protein UgpC (KMPFNIEF_00124)
Glycerophosphodlester phosphodlesterase cytoplasmic (KMPFNIEF_00125)
Lactose transport system permease protein LacG (KMPFNIEF_00123)
putative methylxanthine N7-demethylase NdmC (KMPFNIEF_00134]
putative rlboflavm import permease protein RfUC kMPFNIEF_00129)
Trehalose-recycling ABC transporter (VF0842) (KMPFNIEF 00142)
Trehalose- recycling ABC transporter (VF0842) (KMPFNIEF 00141
Hydroxydechloroatrazme ethylamlnohydrolase (KMPFNIEF 00132)
| Purine-binding protein (KMPFNIEF_00131) | |
BopD (VF0362) (KMPFNIEF_00139) Trehalose-recycling ABC transporter (VF0842) (KMPFNIEF_00122)
137 HTH-type transoriptional repressor quR (T(T\/IPFNIEF_00126)
136 127
140 | 138([135]133 128 [

‘ ‘ SP41 (VF0694) (KMPFNIEF_00121)

—— -— —
IMGPR_plasmid_2852395405_000003: 123,833-151,763 (-)

Galactose/methyl galactoside import ATP-binding protein MglA (GPAFEJLP_00303)
Glycerophosphodlgtg phosphodlesterase cytoplasmic (GPAFEJLP_00298)
Lactose transport system permease protein LacG (GPAFEJLP_00296)
putative methylxanthine N7-demethylase NdmC (GPAFEJLP_OO3OT
putative rlboflavm import permease protein RfUC GPAFEJLP_OOSOZ)

Trehalose-recycling ABC transporter (VF0842) ?AFEJLP 00315
Trehalose- recycling ABC transporter(VF0842 (GPAFEJLP 00314

Hydroxydechloroatrazme ethylamlnohydrolase (GPAFEJLP_00305)
1530 family transposase ISRIe2 (GPAFEJLP_00311)

\ Purine-binding protein (GPAFEJLP_00304)

BopD (VF0362) (GPAFEJLP_00312) Trehalose-recycling ABC transporter (VF0842) (GPAFEJLP_00295)

310 HTH-type t‘ransc‘riptfonal repressor quR (GPAFEJLP_00299)
309 300
313 []308| 306 301 | SP41 (VF0694) (GPAFEJLP_00294)

I | - —
IMGPR _plasmid_2838068647_000001:295,999-322,738 (-)
Galactose/methyl galactoside import ATP-binding protein MglA (MJMPDBIM_00120)
sn-glycerol-3-| phmte import ATP- blndlng protein UgpC (MJMPDBIM_00114)
Glycerophosphodlester phosphodlesterase cytoplasmlc(MJMPDBIM  00115)
Lactose transport system permease protein LacG (MJMPDBIM_00113)
putative methylxanthine N7- demethylase NdmC (MJMPDBIM,@24
putative rlboflavm import permease protein RfuC (MJMPDBIM_00119)

Trehalose-recycling ABC transporter (VF0842) (MJMPDBIM_00130)
Trehalose-recycling ABC transporter VF0842 (MJMPDBIM_ 00129)

| Trehalose-recycling ABC transporter (VF0842) (MJMPDBIM_00112)
Hydroxydechloroatrazine ethylamlnohydrolase (MJMPDBIM '00122)

HTH- Wpetranscrlptlonal repressor quR(MJMPDBIM 00116)

Purine-binding protein (MJMPDBIM_00121)
BopD (VF0362) (MJMPDBIM_00127) ‘

126
128 | 125|123

117 ‘

118 [

SP41 (VF0694) (MJMPDBIM_00111)

R —_— | -
IMGPR _plasmid_2718218232_000002: 113,101-139,925 (-)
mac_hydro_EstT-NCBIFAM macrolide hydrolase EstT (NFO41759.1) (HEFIIOIP_00193)
Galactose/methyl galactoside import ATP-binding protein MglA (HEFIIOIP_00204)
sn-glycerol-3- ptEs'ﬁtatelmport ATP-| blndlng protein UgpC (HEFIIOIP_00210)
Glycerophosphodlester phosphodlesterase cytoplasmic (HEFIIOIP_00209)
Lactose transport system permease protein LacG (HEFIIOIP_00211)
putative methylxanthine N7-demethylase NdmC (HEFIIOIP_OOZOO
putative riboflavin import permease protein RfuC
Trehalose- recycllngABC transporter (VF0842) (HEFIIOIP 00189)
Cellulose synthase catalytic subunit [UDP- formlng] (HEFIIOIP_00197)
Trehalose- recycllngABC transporter (VFO8: 45) HEFIIOIP_00190) ‘
‘ Trehalose-| recycllng ABC transporter (VF0842) (HEFIIOIP_00212)
Hydroxydechloroatrazme ethylamlnohydrolase (HEFIIOIP_ 00202}
Glutathione S-transferase GST-6.0 (HEFIIOIP.00194) HTH-type type transcrlptlonal repressor quR( EFIIOIP_00208)

Hg;I 101P_00205)

‘ Purine- blndlng proteln (HEFIIOIP_00203)
BopD (VF0362) (HEFIIOIP_00192) 197 206
[ | 190 T | | 194 195 198|200 205 | SP41 (VF0694) (HEFIIOIP_00213)

I - —
IMGPR_plasmid_2842205361_000006: 190,553-225,791 (+)
mac_hydro_EstT-NCBIFAM macrolide hydrolase EstT (NFO41759.1) (MPKNICMG_00122)
Galactose/methyl galactoside import ATP-binding protein MglA (MPKNICMG_00111)
sn-glycerol-3-| phosT)Ete import ATP-| blndlng protein UgpC (MPKNICMG_00105)
Gcherophosphodlester phosphodlesterase cytoplasmic (MPKNICMG_00106)
Lactose transport system permease protein LacG (MPKNICMG_00104)
putative methylxanthine N7-demethylase NdmC (MPKNICMG 00115)‘
‘ putative riboflavin import permease protein RfuC MPKNICMG_00110)
Cellulose synthase catalytic subunit [UDP- formlng] (MPKNICMG?&)MS
Trehalose-recycling ABC transporter (VF0842) (MPKNICMG,OOIZé)
Tretﬁose-recycling ABC transporter (VF0842 ) (MPKNICMG_00125)
Hydroxydechloroatrazme ethylamlnohydro ase (MPKNICMG_Of 113)
‘ HTH- t?p?transcrlptlonal repressor quR (MPKNICMG_00107)
Glutathione S-transferase GST-6.0 (MPKNICMG 00121) Trehalose- recycllng/KEC transporter (VF0842) (MPKNICMG_00103)
‘ ‘ Plrine- blndlng protein (MF’KNICMG?OOllZ)
BopD (VF0362) (MPKNICMG_00123) 117 108
Ti;é‘ly ‘ T ‘ ‘ 109 [ ‘

| | 12477 || 1220 119
I - —
IMGPR _plasmid_2842278818_000005: 102,824-138,062 (-)
mac_hydro_EstT-NCBIFAM macrolide hydrolase EstT (NFO41759.1) (OHLKPOPO_00329)
Galactose/methyl galactoside import ATP-binding protein MgIA (OHLKPOPO_00317)
sn-glycerol-3-phosphate import ATP-binding protein UgpC (OHLKPOPO_00311)
Glycerophosphodlester phosphodlesterase cytoplasmlc(OHLKPOPO 00312)
Lactose transport system permease protein LacG (OHLKPOPO_00310)
putative methylxanthine N7- demethylase NdmC (C)HLKPOPO OOSng
putative rlboflavm import permease protein Rfu€ (OHLKPOPO_00316)
Cellulose synthase catalytic subunit [UDP- formung] (OHLKPOPOF)324
Trehalose- recycllngABC transporter (VF0842) ( OF!LKPOPO 00333)
Trehalose- recycllngABC transporter (VF0842) (OHLKPOPO 00332)
‘ ‘ Hydroxydechloroatrazme ethylamlnohydro ase OHLKPOPO O 319)
Glutathione S- transferase GST-6.0 (OHLKPOPO _ 00328) HTH -type transcrlptlonal repressor quR (OHLKPOPO_00313)
1S30 famlly transposase ISRle2 (OHLKPOPO_00326) ‘ Trehalose-| recycllng ABC transporter (VF0842) (OHLKPOPO_00309)
\ T Purine-binding protein (OHLKPOPO_00318)
0)
324

BopD (VF0362) (OHLKPOPO_0033! 322 313
321[319 314 [

| | 330 || 326
R -
IMGPR _plasmid_2791355256_000011: 308,905-345,227 (-)
Galactose/methyl galactoside import ATP-binding protein MglA (CELNPNFB_00118)
sn-glycerol-3-phc§mte import ATP-binding protein UgpC (CELNPNFB_00112)
Glycerophosphodiester phosphodiesterzggcytoplasmic (CELNPNFB_00113)
L-arabinose transport system permease protein AraQ (CELNPNFB_00133)L
putative methylxanthine N7-demethylase NdmC (CELNPNFB_00122)
putative riboflavin import permease protein RfuC (CELNPNFB_00117)
Trehalose-recycling ABC transporter (VF0842) (CELNPNFB,00129)
Trehalose-ret:yclingABC tran;;;orter (VF0842) (CELNPNFB700128)
Trehalose-recycling ABC transporter (VF0842) (CELNPNFB_00134)
Hydroxydechloroatrazme ethylamlnohydrolase (CELNPNFB 00120)
HTH ?y';;transcrlptlonal repressor quR (CELNPNFB_00114)
Inulin fructotransferase [DFA I- formlng] (CELNPNFB_00131) Lactose transport system permease protein LacG (CELNPNFB_00111)
1530 famlly transposase ISRIe2 CELNPNFB _00125) ‘ ‘ ‘
Purine- blndlng proteln(CELNPNFB 00119)
BopD (VF0362) (CELNPNFB_OOlZéj Trehalose- recycllngABC transporter (VF0842) (CELNPNFB_00110)
BopD (VF0362) (CELNPNFB_00132) T 124 ‘ ‘ 115 ‘
121

136135 | | [ | | | 127 123 12 16 [

SP41 (VF0694) (MPKNICMG_00102)

SP41 (VF0694) (OHLKPOPO_00308)

‘ T SP41 (VF0694) (CELNPNFB_00109)

| -_— —_— R - [ —
IMGPR_plasmid_2721755685_000002: 107,954-144,336 (-)
Galactose/methyl galactoside import ATP-binding protein MglA (GCPAJEGG_00110)
sn-glycerol-3»phcmte import ATP-binding protein UgpC (GCPAJEGG_00104)
Glycerophosphodiester phosphodiesterzggcytoplasmic (GCPAJEGG_00105)
Lactose transport system permease protein LacG (GCPAJEGG_00103)
putative methylxanthine N7-demethylase NdmC (CCPAJEGG 00114)
putative riboflavin import permease protein RfuC( CPAJEGG_00109)
Trehalose-recycling ABC transporter (VF0842) (GCPAJEGG,00120)
Trehalose-recycling ABC tran%rter (VF0842) (GCPAJEGG_00119)
‘ Trehalose recycllng ABC transporter (VF0842) (GCPAJEGG_00102)
Hydroxydechloroatrazine ethylamlnohydrolase (GCPAJEGG 00112)
HTH Ty’;;transcrlptlonal repressor quR GCPAJEGG_00106)
Purine-bindlng proteln GCPAJEGG,OOlilj

BopD (VF0362) (GCPAJEGG_00117)
116 107
118 | [115|113 108 [ SP41 (VF0694) (GCPAJEGG_00101)

— - . —— — ——
IMGPR_plasmid_2718218233_000002: 97,188-132,618 (-)

Galactose/methyl galactoside import ATP-binding protein MglA (IOCDBMMO_00118)
sn-glycerol-3-phosphate import ATP-binding protein UgpC (IOCDBMMO_00112)
Glycerophosphodlester phosphodlesterase cytoplasmic (IOCDBMMO_00113)
Lactose transport system permease protein LacG (IOCDBMMO_00111)
putative methylxanthine N7- demethylase NdmC IOCDBMMO _00122) I
putative riboflavin import permease protein Rfu¢ (IOCDBMMO_00117)
Trehalose-recycling ABC transporter (VFO842) (IOCDBMMO_00129)
Trehalose-recycling ABC transpgrter (VF0842) (IOCDEMMO 00128)
Hydroxydechloroatrazme ethylamlnohydrolase( OCDBMMO_0 120)
HTH- t%'?transcrlptlonal repressor quR(IOCDBMMO 00114)
1530 family transposase ISRle2 (IOCDBMMO_00125) |

Puﬁ&-bindtng protein (IOCDBMMO_00119)
BopD (VF0362) (IOCDBMMO_00126)Trehalose-recycling ABC transporter (VF0842) (IOCDBMMO_00110)

124 115
127 123|121

116 [
_— -_— — R _—
IMGPR _plasmid_2721755819_000002: 107,956-144,338 (-)
Trehalose-recycling ABC transporter (VF0842) (EPACBEFA_00118)
Tretmose-recycling ABC transporter (VF0842) (EPACBEFA_00117)
BopD (VF0362) (EPACBEFA_00115)
| | 116 | ISNCY family transposase ISRel26 (EPACBEFA_00114)

‘ T SP41 (VF0694) (IOCDBMMO_00109)

I —_—
IMGPR _plasmid_2721755823 000002: 116,062-128,455 (-)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (HJLCFGJN_00170)

Dlacetylchltoblose uptake system permease protein DasC (HJLCFGJN_00174) sn-glycerol-3-phosphate import ATP-binding protein UgpC (HJLCFGJN_00122)
Oxygen-independent coproporphyrinogen Il oxidase (HJLCFGIN_00159) Glycerophosphodiester phosphodlester;sg cytoplasmic (HILCFGJN_00123)
‘ Cbb3-type cytochrome c oxidase subunit CcoP (HJLCFGJN_00141) Lactose transport system permease protein LacG (HJLCFGJN_00121)
Trehalose-recycling ABC transporter (VF0842) (HILCFGJN_00175) Cytochrome c-type biogenesis proteln CcmE (HJLCFGJIN_00133) ‘
Copper-containing nitrite reductase(HJLCFGJN 00165) ‘ Inosine-5'- monophosphate dehydrogenase (HJLCFGJN_00131)
Nitric o><|de reductase subunit C (HJILCFGJN_00155) Cytochrome c-type blogene5|s protein CcmF (HJLCFGJIN_00132)
Nitric oxide reductase subunit B (HJLCFGJN_00156) Transcriptional activatory protein AadR (HJLEFGJIN_00135)
Global nitrogen regulator (HJLCFGJN_00167) ‘ Cytochrome c oxidase subunit 1, bacteroid (HJLCFGJN_O(ﬁ44) ‘ HTH-type transcriptional repressor CsqR (HJLCFGJN_00124)
Ribose operon repressor (HJLCFGIN_00173) Sensor histidine kinase RcsC HJLCFGJN _00146) | ISNCY family transposase ISRel26 (HJLCFGJN_00126)
| | | \_ | anti-RM (APIS198) (HJLCFGJN_00157) Copper exporter (VF0849) (HJLCFGIN_00137) Trehalose-recycling ABC transporter (VF0842) (HJLCFGJN_00120)
L-fucose mutarotase (HJLCFGJN_00172) Pseudoazurin (HILCFGJN_00147) ABC trahsporter(VF0818) (HJLCFGJIN_00129)
Ribokinase (HILCFGIN_00171) 163 152 14 CAI-1 (VF0405) (HJLCFGJN 001230) || ]
169 162 160 154151 l 140 138 SP41 (VF0694) (HILCFGIN_00119)
Ties| 166 | 164|T 161] 158 | 153150149148 145 | 143|139 136 134 127 s | | | | 118
LOEDaKaad D) A HOAA

_— -
\MGPR,p\asm\d727283693977000002: 127,031-187,936 (-)

sn-glycerol-3-phosphate import ATP-| blndmg protein UgpC (GCEHPIJN_00106)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (GCEHPIJN_00154) Glycerophosphodiester phosphodlesterase cytoplasmic (GCEHPIJN_00107)
Cbb3-type cytochrome c oxidase subunit CcoP (GCEHPIJN_00125) Lactose transport system permease protein LacG (GCEHPIJN_00105)

Cytochﬁ)me c-type biogenesis protein CcmE (GCEHPIJN_00117) ‘
Oxygen-independent coproporphyrinogen Ill oxidase (GCEHPIJN_00143) ‘ Inosine-5'-monophosphate dehydrogenase (GCEHPIJN_00115)
Cytochrome c oxidase subunit 1, bacter0|d (GCEHPIJN_00128) ‘ HTH typetranscrlptlonalrepressor sqR (GCEHPIJN_00108)
Nitric oxide reductase subunit C (GCEHPIJN_00139) Cytochrome c-type blogene5|s proteln CcmF (GCEHPIIN 00115
Nitric oxide reductase subunit B (GCEHPIJN_00140) Transcrlptlonal activatory protein AadR (GCE‘HPIJN,OOll?) ‘
Copper-containing nitrite reductase (GCEHPIJN 00149) Sensor histidine kinase ResC (GCEHPIJN 00130) ISNCYfamin transposase ISRel26 (GCEHPIJN_00110)
| anti-RM tAP|s198 ) (GCEHPIJN_00141) Copper exporter (VF0849) (GCEHPIJN00121) Trehalose-recycling ABC transporter (VF0842) (GCEHPIJN_00104)
Global nitrogen regulator (GCEHPIJN_00151) Pseudoazurin (GCEHPIJN_00131) ABCtransporter(VFOSlS) (GCEHPIJN_OOilS)
146 135 12 CAI-1 (VF0405) (GCEHEIJN 00114) || |
152 145 143 137134 l 123 121 SP41 (VF0694) (GCEHPIJN_00103)
Ti51[149 | 147| 7T 144] \ 136133132131 128 | 126 | ] 122 119 117 110 08 | | | | T 101
Gdadd DD Adadaac HOAdA

— - — —— ——
IMGPR_plasmid_2721755514_000002: 106,164-167,054 (*)

[ 20000 nt i
virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)




