efflux. OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (ECINFLNM_00073)
RND-peri-MexE-NCBIFAM multidrug efflux RND mporter periplasmic adaptor subunit MexE (NFO45904.1) (ECINFLNM_00077)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (ECINFLNM_00102)
PRK10026 1-PRK PRKlPRK10026 1: glutaredoxin- dependentarsenate reductase (NFO07456.1) (EC—ﬁ\IFLNM_OOO%)
chaperon ArsD NCBIFAM arsenite efflux transporter metallochaperone ArsD (NF033727.1) (EC|NFLNM_OOO91)
chaperon ArsD-NCBIFAM arsenite efflux transporter metallochaperone ArsD (NF033727.1) (EC|NFLNM_OOO96)
Siderophore-dependent iron uptake system ( (VF0738) (ECINFLNM_00075)
COGO640 Csa3_1_CAS-I-1I-11I-IV-V-VI (ECINFLNM_00066)
Transposon gamma-delta resolvase (ECINFLNM_OOOél)T ‘ ‘ putatlve copper- blndlng protein PcoE (ECINFLNM_00100)
putatlve ABC transporter permease (ECINFLNM_00076) Arsenical pump membrane proteln (ECINFLNM 60094
Coenzyme Adisulfide reductase (ECINFLNM_( 00065), Copper resistance proteln C (ECINFLNM_00104)
Replication initiation protein (ECINFLNM_00056) | Tn3 family transposase ISEc63 (ECINFLNM_00085)| | ;
Tn3 faﬁily transposaée ISEc63 (ECINFLNM_00062) ‘ 1S66 tamily transposase ISEc78 (ECINFLNM_00099)
Multifunctional conjugation protein Tral (ECINFLNM_00050) Nucleoid occlusion factor SImA (ECINFLNM_00078)  Arsenical pump-driving ATPase (ECINFLNM_00095)
Thoeris_ ThsB_Global (ECINFLNM_00059) \ L \ Arsenical pump-driving ATPase (ECINFLNM_00092)
Cardiolipin synthase A (ECINFLNM 00054) | Serine recombinase PinR (ECINFLNM_00072) Copper resistance protein D (ECINFLNM_00103)
Coupling protein TraD (ECINFLNM_00049) | Tn3 family transposase TnEc1 (ECINFLNM_00063) (Lsigmé L (VFO855) (ECINFLNM_00079) Sensor histidine kinase CusS (ECINFLNM_00101)
o]

Lipoprotein YIpA (ECINFLNM_00048) HP-NAP (VFO052) (ECINFLN 067) 82 SigmaL(VFO855)(E INFLNM_00090)
53 68 70 81 98
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- - LI | —_— - -I - - -

IMGPR_plasmid_3300028669_000001: 35,574—94,18-3 (+)
efflux_ OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (GOCKOFLF_00099)
RND-peri-MexE-NCBIFAM multidrug efflux RND tEnTporter periplasmic adaptor subunit MexE (NF045904.1) (GOCKOFLF_00102)
PRK10026.1- PRK PRK\PRK?OEZ(S 1: glutaredoxin-dependent arsenate reductase (NFO07456.1) (GOCKOFLF_00117)
chaperon_ ArsD-NCBIFAM arsenite efflux transporter metallochaperone ArsD (NF033727.1) (GOCKOFLF_00120)
Vitamin B12 import ATP-| blndlng proteln BtuD (GOCKOFLF_00101)
COG0640 Csa3_1_CAS-I-II-I1I-IV-V-VI (GOCKOFLF_00092)
Transposon gamma-delta resolvase (GOCKOFLF_00087), Nucleoid occlusion factor SImA (GOCKOFLF_00103)
C?)Enzyme A disulfide reductase (GOCKOFLF_ObO91) Arsenical pump membrane protein (GOCKOFLF_00118)

Replication initiation protein (GOCKOFLF_00082) |
Tn3 family transposase ISEc63 (GOCKOFLF_00088)

Tn3 family transposase ISEc63 (GOCKOFLF_0010) |
Arsenical pump-driving ATPase (GOCKOFLF_00116)

Thoeris_ThsB_Global (GOCKOFLF_00085) |

Sigma L (VF0855) (GOCROFLF_00115) |
Tn3 family transposase TnEc1 (GOCKOFLF_00089)

igma L (VF0855) (GOCKOFLF_00104) Arsenical pump-driving ATPase (GOCKOFLF_00119)

‘ HP-NAP (VF0052) GOCKOFLF 00093) 107 111 ‘
Cardiolipin synthase A (GOCKOFLF_00080) 94 96 106 112 114
73 7879] 81| 8384 86| 195 97T 100 105 [108109 IT113 T | 121 1
l DO D KKK

IMGPR_plasmid_3300053491_021481:67,489-122,728 (+); 1—6-.463 (+)
PRK10026.1-PRK PRK\PRKlOOZé 1: glutaredoxin-dependent arsenate reductase (NFO07456.1) (EHPHGLJI_00011)
chaperon_ArsD-NCBIFAM arsenlte efflux transporter metallochaperone ArsD (NFO33727.1) (EHPHGLJI_00014)
chaperon_ArsD- NCBIFAM arsenlte efflux transporter metallochaperone ArsD (NF033727.1) (EHPHGLJI_00009)
Arsenical pump membrane protein ( EHPHGLJI _00012)
Arsenical’ pump- drlvmgATPase(EHPHGLJI 00013)
Arsenical pump- drlvmgATPase (EHPHGLJI_00010)
Tn3fam|lytransposaseTn Ecl (EHPHGLJI_00004)
2 SigmaL (VF0855) (EHPHGLJI_00008) ‘
s | 56 7| | || | |15

L] - -
IMGPR_plasmid_3300016738_000004: 3-17,926 (+)
[ 20000 nt i
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




