
IMGPR_plasmid_2541047948_000004: 356-10,698 (+)

Iron/manganese transport (VF1116) (HAPEJCNA_00001)
Iron/manganese transport (VF1116) (HAPEJCNA_00002)

EfaA (VF0354) (HAPEJCNA_00003)

IS1 family transposase IS1A (HAPEJCNA_00004)

Protein UmuC (HAPEJCNA_00005)

6

RepFIB replication protein A (HAPEJCNA_00007)
Tyrosine recombinase XerC (HAPEJCNA_00008)

Mig-14 (VF0395) (HAPEJCNA_00009)
10

IMGPR_plasmid_2563366952_000001: 43-7,003 (+)

IS1 family transposase IS1S (CNLOHCHE_00001)
Protein UmuC (CNLOHCHE_00002)

IMGPR_plasmid_2571042372_000001: 118,074-125,327 (-)

IcsP (SopA) (VF0122) (ICPGDPGA_00128)132
134

135

IMGPR_plasmid_2627854066_000002: 17,507-24,760 (+)

17
18

IMGPR_plasmid_2563366949_000001: 2,221-9,474 (+)

4
5

IMGPR_plasmid_642914203_000001: 91,223-97,090 (+)

97
98

IMGPR_plasmid_2541047901_000001: 14,350-21,603 (+)

14

IMGPR_plasmid_2563366880_000002: 24,268-38,321 (+)

29
IS3 family transposase IS1351 (MCBGHIEK_00030)

RND_adapt_MexA-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexA (NF033834.1) (MCBGHIEK_00031)
Macrolide export ATP-binding/permease protein MacB (MCBGHIEK_00032)

efflux_OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NF033142.1) (MCBGHIEK_00033)

IMGPR_plasmid_2541047928_000002: 97,868-118,477 (-)
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Protein UmuC (NHPBFDPO_00114)

115
Aerobactin (VF0565) (NHPBFDPO_00116)

Aerobactin (VF0229) (NHPBFDPO_00117)

Aerobactin (VF0229) (NHPBFDPO_00118)

N(6)-hydroxylysine O-acetyltransferase (NHPBFDPO_00119)

Aerobactin (VF0123) (NHPBFDPO_00120)

121

Putative fluoride ion transporter CrcB (NHPBFDPO_00122)

123
Enolase (NHPBFDPO_00124)

Iron/manganese transport (VF1116) (NHPBFDPO_00125)
Iron/manganese transport (VF1116) (NHPBFDPO_00126)

IMGPR_plasmid_2541047951_000001: 97,840-118,425 (-)

Protein UmuC (FLIMJDAE_00111)
Aerobactin (VF0565) (FLIMJDAE_00112)

Aerobactin (VF0229) (FLIMJDAE_00113)

Aerobactin (VF0229) (FLIMJDAE_00114)

N(6)-hydroxylysine O-acetyltransferase (FLIMJDAE_00115)

Aerobactin (VF0123) (FLIMJDAE_00116)

117

Putative fluoride ion transporter CrcB (FLIMJDAE_00118)

119
Enolase (FLIMJDAE_00120)

Iron/manganese transport (VF1116) (FLIMJDAE_00121)
Iron/manganese transport (VF1116) (FLIMJDAE_00122)

IMGPR_plasmid_2519103024_000003: 1-20,647 (+)

Manganese transport system membrane protein MntB (BDCJICFI_00001)

Iron/manganese transport (VF1116) (BDCJICFI_00002)

Enolase (BDCJICFI_00003)
4

Putative fluoride ion transporter CrcB (BDCJICFI_00005)

6

Aerobactin (VF0123) (BDCJICFI_00007)

N(6)-hydroxylysine O-acetyltransferase (BDCJICFI_00008)

Aerobactin (VF0229) (BDCJICFI_00009)

Aerobactin (VF0229) (BDCJICFI_00010)

Aerobactin (VF0565) (BDCJICFI_00011)

IS1 family transposase IS1A (BDCJICFI_00012)

IS1 family transposase IS1S (BDCJICFI_00013)
Protein UmuC (BDCJICFI_00014)

IMGPR_plasmid_2541047831_000001: 341-33,518 (+)

Protein SopB (PBCGFFHI_00001)
2 3 4 5 6 7 8

DS-24__DS-24 (PBCGFFHI_00009)

10
Aerobactin (VF0565) (PBCGFFHI_00011)

Aerobactin (VF0229) (PBCGFFHI_00012)

Aerobactin (VF0229) (PBCGFFHI_00013)

N(6)-hydroxylysine O-acetyltransferase (PBCGFFHI_00014)

Aerobactin (VF0123) (PBCGFFHI_00015)

16

Putative fluoride ion transporter CrcB (PBCGFFHI_00017)

18
Enolase (PBCGFFHI_00019)

Iron/manganese transport (VF1116) (PBCGFFHI_00020)
Iron/manganese transport (VF1116) (PBCGFFHI_00021)

Iron/manganese transport (VF1116) (PBCGFFHI_00022)

EfaA (VF0354) (PBCGFFHI_00023)

24 Protein UmuC (PBCGFFHI_00025)

IMGPR_plasmid_2541047810_000002: 92,893-122,700 (-)

Protein UmuC (PPAJIALF_00102)
EfaA (VF0354) (PPAJIALF_00103)

Iron/manganese transport (VF1116) (PPAJIALF_00104)

Iron/manganese transport (VF1116) (PPAJIALF_00105)
Iron/manganese transport (VF1116) (PPAJIALF_00106)

Enolase (PPAJIALF_00107)
108

Putative fluoride ion transporter CrcB (PPAJIALF_00109)

110

Aerobactin (VF0123) (PPAJIALF_00111)

N(6)-hydroxylysine O-acetyltransferase (PPAJIALF_00112)

Aerobactin (VF0229) (PPAJIALF_00113)

Aerobactin (VF0229) (PPAJIALF_00114)

Aerobactin (VF0565) (PPAJIALF_00115)
116

DS-24__DS-24 (PPAJIALF_00117)
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