
IMGPR_plasmid_2627854066_000002: 120,732-134,487 (+)

130

anti-RM (APIS037) (DEMAAAHC_00131)
IS110 family transposase ISEc32 (DEMAAAHC_00132)

133
134 135

Protein SopB (DEMAAAHC_00136)

137 138 139 140
141

142 143

IMGPR_plasmid_2519103024_000003: 116,288-134,902 (+)

129
Protein SopB (BDCJICFI_00130)

131

IS1 family transposase IS1S (BDCJICFI_00132)

133 134 135
136

137

DS-24__DS-24 (BDCJICFI_00138)
IS1 family transposase IS1S (BDCJICFI_00139)
Iron/manganese transport (VF1116) (BDCJICFI_00140)

Iron/manganese transport (VF1116) (BDCJICFI_00141)

EfaA (VF0354) (BDCJICFI_00142)
143 IS1 family transposase IS1A (BDCJICFI_00144)

IMGPR_plasmid_2541047769_000002: 97,891-101,847 (+)

111

IMGPR_plasmid_2528311135_000001: 48,496-86,140 (-)

49
Mig-14 (VF0395) (NPLBBPGA_00050)

Tyrosine recombinase XerC (NPLBBPGA_00051)
RepFIB replication protein A (NPLBBPGA_00052)

5354

Protein UmuC (NPLBBPGA_00055)
EfaA (VF0354) (NPLBBPGA_00056)

Iron/manganese transport (VF1116) (NPLBBPGA_00057)

Iron/manganese transport (VF1116) (NPLBBPGA_00058)
Iron/manganese transport (VF1116) (NPLBBPGA_00059)

Enolase (NPLBBPGA_00060)
61

Putative fluoride ion transporter CrcB (NPLBBPGA_00062)

63

Aerobactin (VF0123) (NPLBBPGA_00064)

N(6)-hydroxylysine O-acetyltransferase (NPLBBPGA_00065)

Aerobactin (VF0229) (NPLBBPGA_00066)

Aerobactin (VF0229) (NPLBBPGA_00067)

Aerobactin (VF0565) (NPLBBPGA_00068)
69

DS-24__DS-24 (NPLBBPGA_00070)

717273747576
Protein SopB (NPLBBPGA_00077)

78

IMGPR_plasmid_2565956723_000001: 1-4,154 (-); 97,728-131,084 (-)

1 108

Protein UmuC (DIINBHOE_00112)

113
Aerobactin (VF0565) (DIINBHOE_00114)

Aerobactin (VF0229) (DIINBHOE_00115)

Aerobactin (VF0229) (DIINBHOE_00116)

N(6)-hydroxylysine O-acetyltransferase (DIINBHOE_00117)

Aerobactin (VF0123) (DIINBHOE_00118)

119

Putative fluoride ion transporter CrcB (DIINBHOE_00120)

121
Enolase (DIINBHOE_00122)

Iron/manganese transport (VF1116) (DIINBHOE_00123)
Iron/manganese transport (VF1116) (DIINBHOE_00124)

Iron/manganese transport (VF1116) (DIINBHOE_00125)

EfaA (VF0354) (DIINBHOE_00126)
DS-24__DS-24 (DIINBHOE_00127)

128
129

130131
132

133134

Protein SopB (DIINBHOE_00135)

IMGPR_plasmid_2654588006_000001: 34,697-72,405 (-)

Protein UmuC (LAMIODLI_00039)
EfaA (VF0354) (LAMIODLI_00040)

Iron/manganese transport (VF1116) (LAMIODLI_00041)

Iron/manganese transport (VF1116) (LAMIODLI_00042)
Iron/manganese transport (VF1116) (LAMIODLI_00043)

Enolase (LAMIODLI_00044)
45

Putative fluoride ion transporter CrcB (LAMIODLI_00046)

47

Aerobactin (VF0123) (LAMIODLI_00048)

N(6)-hydroxylysine O-acetyltransferase (LAMIODLI_00049)

Aerobactin (VF0229) (LAMIODLI_00050)

Aerobactin (VF0229) (LAMIODLI_00051)

Aerobactin (VF0565) (LAMIODLI_00052)
DS-24__DS-24 (LAMIODLI_00053)

5455565758
Protein SopB (LAMIODLI_00059)

60

IMGPR_plasmid_644736364_000001: 132-34,980 (-)

Protein UmuC (MICPANIA_00006)7
Aerobactin (VF0565) (MICPANIA_00008)

Aerobactin (VF0229) (MICPANIA_00009)

Aerobactin (VF0229) (MICPANIA_00010)

N(6)-hydroxylysine O-acetyltransferase (MICPANIA_00011)

Aerobactin (VF0123) (MICPANIA_00012)

13

Putative fluoride ion transporter CrcB (MICPANIA_00014)

15
Enolase (MICPANIA_00016)

Iron/manganese transport (VF1116) (MICPANIA_00017)
Iron/manganese transport (VF1116) (MICPANIA_00018)

Iron/manganese transport (VF1116) (MICPANIA_00019)

EfaA (VF0354) (MICPANIA_00020)
DS-24__DS-24 (MICPANIA_00021)

22
23242526272829

Protein SopB (MICPANIA_00030)
31

IMGPR_plasmid_2687453512_000001: 97,423-131,322 (+)

108
Protein SopB (PBHGLGBB_00109)

110 111 112 113
114

115

DS-24__DS-24 (PBHGLGBB_00116)

117
Aerobactin (VF0565) (PBHGLGBB_00118)

Aerobactin (VF0229) (PBHGLGBB_00119)

Aerobactin (VF0229) (PBHGLGBB_00120)

N(6)-hydroxylysine O-acetyltransferase (PBHGLGBB_00121)

Aerobactin (VF0123) (PBHGLGBB_00122)

123

Putative fluoride ion transporter CrcB (PBHGLGBB_00124)

125
Enolase (PBHGLGBB_00126)

Iron/manganese transport (VF1116) (PBHGLGBB_00127)
Iron/manganese transport (VF1116) (PBHGLGBB_00128)

Iron/manganese transport (VF1116) (PBHGLGBB_00129)

EfaA (VF0354) (PBHGLGBB_00130)

131 Protein UmuC (PBHGLGBB_00132)

IMGPR_plasmid_2897341779_000001: 98,411-130,588 (+)

109
Protein SopB (OBLIBMGK_00110)

111 112 113 114
115

116

DS-24__DS-24 (OBLIBMGK_00117)
Aerobactin (VF0565) (OBLIBMGK_00118)

Aerobactin (VF0229) (OBLIBMGK_00119)

Aerobactin (VF0229) (OBLIBMGK_00120)

N(6)-hydroxylysine O-acetyltransferase (OBLIBMGK_00121)

Aerobactin (VF0123) (OBLIBMGK_00122)

123

Putative fluoride ion transporter CrcB (OBLIBMGK_00124)

125
Enolase (OBLIBMGK_00126)

Iron/manganese transport (VF1116) (OBLIBMGK_00127)
Iron/manganese transport (VF1116) (OBLIBMGK_00128)

Iron/manganese transport (VF1116) (OBLIBMGK_00129)

EfaA (VF0354) (OBLIBMGK_00130)
Protein UmuC (OBLIBMGK_00131)

IMGPR_plasmid_2671180890_000001: 47,921-78,446 (+)

59 63
Protein SopB (GNHDCDOL_00064)

65 66

Aerobactin (VF0565) (GNHDCDOL_00067)

Aerobactin (VF0229) (GNHDCDOL_00068)

Aerobactin (VF0229) (GNHDCDOL_00069)

N(6)-hydroxylysine O-acetyltransferase (GNHDCDOL_00070)

Aerobactin (VF0123) (GNHDCDOL_00071)

72

Putative fluoride ion transporter CrcB (GNHDCDOL_00073)

74
Enolase (GNHDCDOL_00075)

Iron/manganese transport (VF1116) (GNHDCDOL_00076)

77

Iron/manganese transport (VF1116) (GNHDCDOL_00078)

EfaA (VF0354) (GNHDCDOL_00079)

80 Protein UmuC (GNHDCDOL_00081)

IMGPR_plasmid_2541047857_000001: 9,161-39,398 (+)

18
Protein SopB (JCECMCAC_00019)

20

IS1 family transposase IS1R (JCECMCAC_00021)

Aerobactin (VF0565) (JCECMCAC_00022)

Aerobactin (VF0229) (JCECMCAC_00023)

Aerobactin (VF0229) (JCECMCAC_00024)

N(6)-hydroxylysine O-acetyltransferase (JCECMCAC_00025)

Aerobactin (VF0123) (JCECMCAC_00026)

27

Putative fluoride ion transporter CrcB (JCECMCAC_00028)

29
Enolase (JCECMCAC_00030)

31

Iron/manganese transport (VF1116) (JCECMCAC_00032)
Iron/manganese transport (VF1116) (JCECMCAC_00033)

Iron/manganese transport (VF1116) (JCECMCAC_00034)

EfaA (VF0354) (JCECMCAC_00035)
IS1 family transposase IS1R (JCECMCAC_00036)

Protein UmuC (JCECMCAC_00037)

IMGPR_plasmid_2627853910_000002: 20,070-52,308 (-)

Protein UmuC (IFKPEPCA_00029)30

IS91 family transposase ISSbo1 (IFKPEPCA_00031)

32

EfaA (VF0354) (IFKPEPCA_00033)

Iron/manganese transport (VF1116) (IFKPEPCA_00034)

Iron/manganese transport (VF1116) (IFKPEPCA_00035)
Iron/manganese transport (VF1116) (IFKPEPCA_00036)

Enolase (IFKPEPCA_00037)
38

Putative fluoride ion transporter CrcB (IFKPEPCA_00039)

40

Aerobactin (VF0123) (IFKPEPCA_00041)

N(6)-hydroxylysine O-acetyltransferase (IFKPEPCA_00042)

Aerobactin (VF0229) (IFKPEPCA_00043)

Aerobactin (VF0229) (IFKPEPCA_00044)

Aerobactin (VF0565) (IFKPEPCA_00045)

4647
Protein SopB (IFKPEPCA_00048)

49

IMGPR_plasmid_2576861205_000001: 40-19,758 (-)

Manganese transport system membrane protein MntB (KHDPHBLG_00001)2
Enolase (KHDPHBLG_00003)

4

Putative fluoride ion transporter CrcB (KHDPHBLG_00005)

6

Aerobactin (VF0123) (KHDPHBLG_00007)

N(6)-hydroxylysine O-acetyltransferase (KHDPHBLG_00008)

Aerobactin (VF0229) (KHDPHBLG_00009)

Aerobactin (VF0229) (KHDPHBLG_00010)

Aerobactin (VF0565) (KHDPHBLG_00011)

1213
Protein SopB (KHDPHBLG_00014)

15
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