SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QackE (NFO00276.2) (ACIAEMGI_00089)
ANT,3pp,AadA3-NCBIFAM ANT(3")-1a family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (ACIAEMGI_00090)
trim_DfrA1_like-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA (NFO00330.1) (ACIAEMGI_00091)
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NFO00294.1) (ACIAEMGI_00088)
Na(+)-translocating NADH-quinone reductase subunit C (ACIAEMGI_00098)
Thiol-disulfide oxidoreductase ResA (ACIAEQGI_OOOW)
1S6 family transposase 1S15 (ACIAEMGI_00093)
Tyrosine recombinase XerC (ACIAEMGI_00092) 94 95 96 99 34 kDa membrane antigen (ACIAEMGI_00100)
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