
IMGPR_plasmid_3300053491_027914: 10,454-20,996 (+); 1-3,813 (+)

1
P(1)-type Mn2+ transporting ATPase (VF0848) (HGIKAIIM_00002)

COG0640 Csa3_1_CAS-I-II-III-IV-V-VI (HGIKAIIM_00003)9
putative ketoamine kinase (HGIKAIIM_00010)
MupB-NCBIFAM mupirocin-resistant isoleucine--tRNA ligase MupB (NF000258.1) (HGIKAIIM_00011)
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UDP-4-amino-4-deoxy-L-arabinose--oxoglutarate aminotransferase (HGIKAIIM_00013)

14 15

IMGPR_plasmid_3300053491_036521: 14,927-20,908 (+); 1-7,984 (+)

IS6 family transposase IS431mec (IEHBBGDJ_00004)15

IMGPR_plasmid_3300053491_038818: 13,224-20,984 (+); 1-11,151 (+)
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Jallet_2B_hits_grouped (OJLCLDFK_00009)Putative transposon Tn552 DNA-invertase bin3 (OJLCLDFK_00016)

IMGPR_plasmid_3300053491_027871: 13,197-21,073 (+); 1-9,185 (+)
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defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


