UDP-4-amino-4-deoxy-L-arabinose--oxoglutarate aminotransferase (HGIKAIIM_00013)
MupB-NCBIFAM mupirocin-resistant isoleucine--tRNA ligase MupB (NF0002§841) (HGIKAIIM_00011)

putative ketoamine kinase (HGIKAIIM_00010) P(1)-type Mn2+ transporting ATPase (VF0848) (HGIKAIIM_00002)
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