Regulatory protein RepA (JJFDJCAN_00014)
Prophage integrase IntA (JJFDJCAN_00016)
12 13 \ 15 GMP synthase [glutamine-hydrolyzing] (JJFDJCAN_00017)

i

IMGPR _plasmid_3300048834_000142:7,164-12,518 (+)
GMP synthase [glutamine-hydrolyzing] (APKIOICL_00001)

IMGPR_plasmid_7000000200_000016:43-5,916 (-)
GMP synthase [glutamine-hydrolyzing] (ACNDLHFE_00017)
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IMGPR_plasmid_3300048837_000185: 7,166-12,100 (+)
GMP synthase [glutamine-hydrolyzing] (HPMPLMNG_00001)

A

IMGPR_plasmid_330004858%_000232: 73-5,178 (-)
GMP synthase [glutamine-hydrolyzing] (MDNKFOEP_00001)

A

MGPR_plasmid_3300009685_000013: 19-5,205 (-)
GMP synthase [glutamine-hydrolyzing] (ODHCNIHD_00018)

8

MGPR _plasmid_3300009870_000195:7,498-12,651 (+)
TnsC_0_V-K (NCAGDAHB_00015) 16

S

MGPR _plasmid_2065487009_000004: 5,740-12,495 (+)
TnsC_0_V-K (POMFIFLO_00015)

IMGPR _plasmid_2065487010_000007: 6,068-11,681 (+)
22 154 family transposase ISAba33 (GFECNHEP_00023)
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:

IMGPR_plasmid_2537562054_000001: 11,369-17,058 (+)
1

N

S

~

IMGPR _plasmid_2627853895_000005: 10,687-15,

60 (+)
GMP synthase [g i

tamine-hydrolyzing] (PHNCBOLH_00001)

IMGPR _plasmid_2857888719_000001: 199-6,579 (-)
GMP synthase [glutamine-hydrolyzing] (EKKDHMPP_00018)

d O |

IMGPR_plasmid_3300009873_.000048: 7,498-13,536 (+)

c

L

o

Inosine-5'-monophosphate dehydrogenase (DHJIIPAC_00017)
GMP synthase [glutamine-hydrolyzing] (DHJIIPAC_00016)

|
IMGPR_plasmid_3300014833_000124: 6,637-14,546 (+) K
Inosine-5'-monophosphate dehydrogenase (HBLLEFAB_00025)
Exodeoxyribonuclease 7 large subunit (HBLLEFAB_00026)
GMP synthase [glutamine-hydrolyzing] (HBLLEFAB_00024) putative TonB-dependent receptor (HBLLEFAB_00027)
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IMGPR_plasmid_2896208362_000015: 16,541-27,468 (+)
DrmD_00013 DrmD (KBCOICJG_00018) 19

d K

IMGPR _plasmid_3300027711_000016:7,487-13,660 (+)
Pyruvate carboxylase (EGCMONOP_00017) 18 Fe(2+) transport protein A(EGCMONOP_00019)
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|

)

IMGPR _plasmid_3300028601 000143:7,171-16,399 (+)

16 Prophage integrase IntA (AAAFPCDH_00021)
IMGPR_plasmid_3300038488_000002: 10,254-15,057 (+)
67 8 9 1011 12
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IMGPR _plasmid_3300014203_000022: 3,753-11,632 (+)
ISL3 family transposase ISSm4 (DCLOKLIN_00018)
recD_IV-D_1 (DCLOKLIN_00019)
REase_MTase_|_00001 Type (DCLOKLIN_00017) 20 21 22

23

d S G

IMGPR_plasmid_3300042524_000005: 7,157-25,804 (+)
ISL3 family transposase 1SSm4 (EGBOECJD_00006)
recD_IV-D_1 (EGBOECJD_00005)
REase_MTase_|_00001 Type (EGBOECJD_00007) 4 3 2

d [ G

IMGPR_plasmid_3300042506_000004: 249-18,896 (-)
Protein TraJ (EFLBNLPB_00007)
6 2

IMGPR_plasmid_3300017648_000053:428-7,133 (-)
t 7000 nt |
defence (DefenseFinder) defence (PADLOC)




