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IMGPR_plasmid_2602041801_000002: 10,203-14,064 (+)
Hyaluronic acid (HA) capsule (VF0667) (AIOOKLKN_00016)

IMGPR _plasmid_2582581042_000006: 9,929-14,451 (+)
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IMGPR_plasmid_2571042589_000002: 2,095-6,123 (-)
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IMGPR_plasmid_2593338600_000001: 10,035-14,063 (+)
18

IMGPR_plasmid_2593339052_000004: 14,772-19,607 (+)
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IMGPR_plasmid_2660238437_000002: 11,068-15,119 (+)
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IMGPR_plasmid_2571042132_000005: 11,613-15,507 (+)
HTH-type transcriptional regulator SarT (OEFKEIAH_00020)

HTH-type transcriptional regulator SarU (OEFKEIAH_00019)
Hyaluronic acid (HA) capsule (VF0667) (OEFKEIAH_00018) ‘

16 FnBPs (VF0010) (OEFKEIAH_00017) ‘ Surface protein G (OEFKEIAH_00021)
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IMGPR_plasmid_2590828771_000002: 9,855-21,126 (+)
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IMGPR_plasmid_2551306398_000004: 52-4,142 (-)
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IMGPR _plasmid_2627854271 000005: 10,051-14,146 (+)
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IMGPR_plasmid_2568526510_000001: 323-3,931 (-)
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IMGPR_plasmid_2627854114_000001:9,976-13,993 (+)

1S30 family transposase ISSau5 (ACAJOKBH_00001)
1S30 family transposase 1SSau5 (ACAJOKBH_00002)
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IMGPR_plasmid_2663763058_000004: 11,193-15,369 (+); 1-2,356 (+)
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IMGPR_plasmid_2590828693_000003: 9,664-13,280 (+)
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IMGPR_plasmid_2734482460_000001: 49-3,664 (-)
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IMGPR_plasmid_2547132179_000003:4-3,757 (-)
Tyrosine recombinase XerD (NEHJEDFI_00020)
17 18 19 Na(+)/H(+) antiporter subunit A (NEHJEDFI_00021)

IMGPR_plasmid_2603879769_000002: 10,452-18,067 (+)
Lipid Il isoglutaminyl synthase (glutamine-hydrolyzing) subunit MurT (DIODEDKC_00003)
Bacterial non-heme ferritin (DIODEDKC_00054)
DNA polymerase IV (DIODEDKC_00006) Lipid 1l isoglutaminyl synthase (glutamine-hydrolyzing) subunit GatD (DIODEDKC_00002)
V_V_VI_1 (DIODEDKC_00005) |
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IMGPR_plasmid_256261708%_000004: 147-9,736 (-)
10 9 8 5 4

IMGPR _plasmid_647000320_000002: 3,277-11,333 (-)
MTase_l1_00115 Type (LIHMAEPN_00017) tet_MFS_V-NCBIFAM tetracycline efflux MFS transporter Tet(V) (NFO12178.0) (LIHMAEPN_00023)
REase_l1_00155 Type (LIHMAEPN_00018) Surface protein G (LIHMAEPN_00024)
16 Phosphoglucomutase (LIHMAEPN_00019) 20 21 22 \
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IMGPR_plasmid_2681813191_000003: 10,106-22,147 (+)

4000 nt i
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




