PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NFO10315.0) (LJLDJHBN_00141)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regula?o?(NFOlOSlSD) (LJLDJHBN_00136)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (LJLDJHBN_00130) |
D-erythrose-4-phosphate dehydrogenase (LILDJHBN_00143)
Zinc transporter ZitB (LJLDJHBN_00142)

133 | REase_I11_00007 Type (LJLDJHBN_00146)
127 134 Lsp (VF0351) (LILDJHBN_00139) 145  RM_Type_lll_Type_lll_MTases FAM_O (LJLDJHBN_00147)
32| T135 |137 4 44 48 149 15 5 5 5
128 129 131 132 135 |137138 140 1 148 149 150 151 152 153
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IMGPR_plasmid_3300030060_000024: 103,451-123,996 (+)

PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NFO10315.0) (PCFMFJFP_00072)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regula?f;(NF0103154O) (PCFMFJFP_00077)
D-erythrose-4-phosphate dehydrogenase (PCFMFJFP_00070)
Zinc transporter ZitB (PCFMFJFP_00071)
80 Lsp (VFO351) (PCFM FJFP_OOd74) REase_|11_00007 Type (PCFMFJFP_00067)
81[ 7978 |76 75 [ 73 | 69 68 RM_Type_lll_Type_Ill_MTases_FAM_0 (PCFMFJFP_00066)

HEDC HD

L oJ L]
IMGPR_plasmid_3300030385_000017: 54,166-74,711 (-)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NFO10315.0) (DDEMGFGP_00134)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regula?&(NFOlOSiSO) (DDEMGFGP_00130)
D—erythrose»4—phosphate dehydrogenase (DDEMGFGP_00137)
D-erythrose-4-phosphate dehydrogenase (DDEMGFGP_00136)
Zinc transpoHter ZitB (DDEHE#GP_OOIBS)

127 | REase_|Il_00007 Type (DDEMGFGP_00140)
128 Lsp(VFO351) (DDEMGFGP_00132) 139
126| [129 | 131 133 | 138 | RM_Type_Ill_Type_Ill_MTases FAM_0 (DDEMGFGP_00141)
D O D

\MGPpr\asmidij107567000002: 99,977750,522 (+)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NFO10315.0) (DPFFEFOH_00135)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulﬂ(NFOlOSlSO) (DPFFEFOH_00131)
Zinc transporter ZitB (DPFFEFOH_00136)

128 | REase_II1_00007 Type (DPFFEFOH_00140)
129  Lsp(VFO351) (DPFFEFOH_00133) 138
127 | T130 | 132 134 | 137 139 RM _Type_lll_Type_Ill_MTases FAM_0O (DPFFEFOH_00141)

HEDC HD

—_— —_—
IMGPR_plasmid_3300038315_000095: 99,977-120,522 (+)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NFO10315.0) (JLEHAHCE_00011)

Plastocyanin (JLEHAHCE_00015) Zinc transpT)Eer ZitB (JLEHAHCE_00010)
15256 family transposase ISAba42 (JLEHAHCE_00021) Lsp (VF0351) (JLEHAHCE_00013)
23 17 16 14 12 \ 98 7 6 3 1 156 155
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IMGPR_plasmid_3300053491_064629:1-18,102 (-); 134,518-139,173 (-)
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defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)




