
IMGPR_plasmid_3300011546_000002: 111,819-135,717 (+)

Plasmid segregation protein ParM (DOGBACIC_00117)
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MsbB2 (VF0981) (DOGBACIC_00122)

123
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Cold shock protein YdfK (DOGBACIC_00125)

Cyclic beta-(1,2)-glucan synthase NdvB (DOGBACIC_00126)

retron_type_V_csd_cluster85_1 (DOGBACIC_00127)

128 129
130

131

Tyrosine recombinase XerC (DOGBACIC_00132)

PRK10026.1-PRK PRK|PRK10026.1: glutaredoxin-dependent arsenate reductase (NF007456.1) (DOGBACIC_00133)

Arsenical pump membrane protein (DOGBACIC_00134)

Arsenic resistance transcriptional regulator ArsR2 (DOGBACIC_00135)
NADPH-dependent FMN reductase ArsH (DOGBACIC_00136)

137

MTase_II_00014 Type (DOGBACIC_00138)
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anti-RM (APIS037) (DOGBACIC_00141)

142

IMGPR_plasmid_3300012260_000008: 92,340-102,509 (-)

92

NADPH-dependent FMN reductase ArsH (GAIOHNLK_00093)
Arsenic resistance transcriptional regulator ArsR2 (GAIOHNLK_00094)

Arsenical pump membrane protein (GAIOHNLK_00095)

PRK10026.1-PRK PRK|PRK10026.1: glutaredoxin-dependent arsenate reductase (NF007456.1) (GAIOHNLK_00096)

Tyrosine recombinase XerC (GAIOHNLK_00097)
9899

retron_type_V_csd_cluster85_1 (GAIOHNLK_00100)

101

IMGPR_plasmid_3300014675_000006: 362-31,488 (-)

HTH-type transcriptional regulator SrpS (KDDDJOOF_00006)

Colistin resistance protein EmrB (KDDDJOOF_00007)
FarAB (VF0450) (KDDDJOOF_00008)

HTH-type transcriptional regulatory protein GabR (KDDDJOOF_00009)
AAC_6p_group_E-NCBIFAM aminoglycoside 6'-N-acetyltransferase, group E (NF043067.1) (KDDDJOOF_00010)

FMN-dependent NADH-azoreductase 1 (KDDDJOOF_00011)

1213

Tyrosine recombinase XerC (KDDDJOOF_00014)
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1718

retron_type_V_csd_cluster85_1 (KDDDJOOF_00019)

CbetaG (VF0366) (KDDDJOOF_00020)

Cyclic beta-(1,2)-glucan synthase NdvB (KDDDJOOF_00021)
Cold shock protein YdfK (KDDDJOOF_00022)

23

MsbB2 (VF0981) (KDDDJOOF_00024)

25
PD-T7-3__PD-T7-3 (KDDDJOOF_00026)

IMGPR_plasmid_3300011145_000004: 48,697-55,888 (+)

58 59

IMGPR_plasmid_3300014640_000001: 106,343-114,633 (+)

112 113

IMGPR_plasmid_3300013712_000002: 9,129-18,986 (-)

GAPS6__GAPS6a (LCKDHJFG_00020)GAPS6__GAPS6b (LCKDHJFG_00021)

IMGPR_plasmid_3300014682_000005: 3,494-17,626 (-)

13

HTH-type transcriptional regulator PgrR (FDPFHAJA_00014)

15

Formamidopyrimidine-DNA glycosylase (FDPFHAJA_00016)

17
Isatin hydrolase (FDPFHAJA_00018)

Benzoylformate decarboxylase (FDPFHAJA_00019)

PCP degradation transcriptional activation protein (FDPFHAJA_00020)
HTH-type transcriptional regulator YhaJ (FDPFHAJA_00021)

Putative monooxygenase YdhR (FDPFHAJA_00022)

10000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)


