blaTEM-NCBIFAM TEM family class A beta-lactamase (NFO00531.2) (PEJCJGEE_00181)

Glycerol-3-phosphate regulon repressor (PEJCJGEE_00182) PDC-M50A_WP_058056640.1 (PEJCJGEE_00188)
156 family transposase IS15 (PEJCJGEE_00185)  ThsB1_00014 TIR-like (PEJCJGEE_00189)
1S6 family transposase 1S26 (PEJCJGEE_00179) L-threonate dehydrogenase (PEJCJGEE_00183) 1S66 family transposase ISEclé (PEJCJGEE_00191)
Protein TraC (PEJCJGEE_00178) 180 \ L-fuculose phosphate aldolase (PEJCJGEE_00184) 186 187 \ \ 190 192
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IMGPR_plasmid_3300053491_030765: 146,389-163,150 (+)

Methylthioribulose-1-phosphate dehydratase (PIMIHGJL_00024)
18 25 26 27
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IMGPR_plasmid_3300053491_030768: 14,488-31,266 (+)

L-fuculose phosphate aldolase (HKNJMOMK_00022)
3-oxo-tetronate kinase (HKNJMOMK_00021)
18 19 | 2324 25 26
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IMGPR_plasmid_3300053491_030767:16,368-31,254 (+)

1S630 family transposase ISEc33 (HIDMICDL_00162)
1S630 family transposase ISEc33 (HIDMICDL_00161)
153 159 160 | 165 168

EEEDH{O{ - X H N DA O —@EHDET K (O

I
IMGPR_plasmid_3300053491 030771:124,994-139,476 (+)
} 6000 nt {
defence (PADLOC) AMR (AMRFinderPlus)




