ISL3 family transposase ISKox3 (AEDIEOOG_00020)
DpdC_00006 DpdC (AEDIEOOG_00026)
Antitoxin Peml (AEDIEOOG_00018)
Protein UmuD (AEDIEOOG_00021)
Protein UmuC (AEDIEOOG_00022)
Protein UmuC (AEDIEOOG_00023)
MazEF_MazF (AEDIEOOG_00019)
14 1516 17 || | |

24
Tos | 27 28

-
IMGPR_plasmid_2588254044_000007: 12,918-22,458 (+)

MazEF__MazF (BBOAGKBF_00010)
11

AP L KT

- —
IMGPR_plasmid_2576861719_000005: 7,370-17,495 (+)
MazEF_MazF (JNAFJPGK_00029)

Protein UmuC (JNAFJPGK_00027)
Protein UmUC (JNAFJPGK_00026) 20

AAE BRI D

- —
IMGPR _plasmid_2924933432_000003: 10,658-18,451 (-)
Protein UmuC (INLFFFFE_00013)
Protein UmuC (INLFFFFE_00014)

AAE BRI —D

- —
IMGPR_plasmid_2609459932_000005: 7,419-15,212 (+)
MazEF__MazF (NLLLAFBM_00010)

11 Protein UmuC (NLLLAFBM_00013)

OO A

- —
IMGPR plasmid 2861038214 000004: 6,431-13,467 (+)
3'-5' exonuclease DinG (ACJOJDBN_00017)
Protein UmuC (ACJOJDBN_00016) 25
| 18 247 26

GAE LA —@E¢-HCIETT D

- —
IMGPR _plasmid_3300053491_044032: 13,858-23,719 (+)

DNA polymerase IV (EODOBCPJ_00035)
3433 29

AAEPLETTTTTOHRKIEK HOID

- —
IMGPR_plasmid_3300053491_044035: 14,708-24,568 (-)
blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bee-type (NFO00320.3) (DEEPFALH_00073)
151380 family transposase ISEcpl (DEEPFALH_OOO75)
MazEF__MazF (DEEPFALH_00076) 3'-5' exonuclease DinG (DEEPFALH_00069)
74 72 68 67

- — —
IMGPR_plasmid_3300053491_039522:46,794-58,692 (-)

blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bce-type (NFO00320.3) (CHADOHLF_00043)
151380 family transposase ISEcp1 (CHKDOHLF,OOO41)
MazEF__MazF (CHADOHLF_00040)
42 44

- — —
IMGPR_plasmid_645047346_000001: 36,160-48,057 (+)

blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bce-type (NFO00320.3) (HMMGNBEM_00015)
151380 family transposase ISEcp1 (HMMGNBEM_00013)
MazEF__MazF (HMMGNBEM_00012)
6 7 T | 1a | 16

{ K

IMGPR _plasmid_3300053491 044587: 7,304-22,2;(*—)
blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bec-type (NFO00320.3) (LGDGADEM_00006)
151380 family transposase ISEcpl (LGDGADEM_00004)
MazEF__MazF (LGDGADEM_iOOOOS)

5 7

DT O-EdD X KK KK

- — —
IMGPR_plasmid_640048269_000001: 11-9,642 (+)

blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bec-type (NFO00320.3) (IDAKMEDJ_00046)
151380 family transposase ISEcp1 (IDARMEDJ,OOO48)
Endoribonuclease Pergﬁ( (IDAKE‘ EDJ_00049)
47

¢ K AT X (KKK

— —
IMGPR_plasmid_3300053491 035558:24.473-39,426 (-)

MazEF__MazF (FOKKBMIE_00027)
T 28

@@ E X (K KE

- —
IMGPR _plasmid_2579778570_000004: 22,749-31,636 (+)
MazEF__MazF (ONHACGNJ_00073)
17
- —
IMGPR _plasmid_2639762837_000006:47,414-56,260 (-)
Bifunctional aspartate aminotransferase and L-aspartate beta-decarboxylase (PLFODDCM_00063)

Regulatory protein rop (PLFODDCM_00068)
Inner membrane protein YeeA (PLFODDCM_00064)

66
73 ‘ 67 165 ‘ Aspartate/alanine antiporter (PLFODDCM_00062)

@@ @O K OO0 X (KK

IMGPR _plasmid_2802429663 000006: 30,284-46,641 (-)
AAC_6p_lb-NCBIFAM AAC(6')-Ib family aminoglycoside é'-N-acetyltransferase (NFO33074.0) (GFPJDCGB_00046)

Ea’BXA-48_Iike-NCBIFAM OXA-48 family class D beta-lactamase (NFO00387.2) (GFPJDCGB_00039)

blaOXA-1_like-NCBIFAM OXA-1 family class D beta-lactamase (NFO00388.2) (GFPJDCGB_00045)

2,3,4,5-tetrahydropyridine-?,é-dicarboxylate N-acetyltransferase (GFPJDCGB _00044)
HTH- type transcriptional regulator DmIR (GFPJDCGB_00040)
1S13: Ofamlly transposase ISEcp1 ( GFISJDCGB _00041)
1S6 family transposase 1S26 (GFPJDCGB_00043) \
156 family transposase 1526 (GFPJDCGB_00047) 1S4 family transposase IS10A (GFPJDCGB_00038)

Replication initiation protein (GFPJDCGB_00054) a8 || | | 42 | \ 37

K

IMGPR_plasmid_3300053491_042721:18,719-41,314 (-)
AAC_6p_lb-NCBIFAM AAC(6')-Ib family aminoglycoside 6'-N-acetyltransferase (NFO33074.0) (IDHFCGGB_00002)
tTaT)XA-48_Iike-NCBIFAM OXA-48 family class D beta-lactamase (NFO00387.2) (IDHFCGGB_00075)
blaOXA-1_like-NCBIFAM OXA-1 family class D beta-lactamase (NFO00388.2) (IDHFCGGB_00001)
HTH-type transcriptional regulator DmIR (IDHFCGGB_00076)

151380 family transposase ISEcp1 (IDHFCGGB_‘OOO77)

1S6 family transposase 1526 (IDHFCGGB_00078) ‘

3 | 79. \ \

K 4D O —D@E@EHTED-EH e K&

N — - —
IMGPR _plasmid_3300053491 035555:1-11,818 (-); 56,826-67,610 (-)
AAC_6p_lb-NCBIFAM AAC(6')-Ib family aminoglycoside 6'-N-acetyltransferase (NFO33074.0) (EJFLEOKL_00030)
EI';OXA-48_Iike-NCBIFAM OXA-48 family class D beta-lactamase (NFO00387.2) (EJFLEOKL_00024)
blaOXA-1_like-NCBIFAM OXA-1 family class D beta-lactamase (NFO00388.2) (EJFLEOKL_00029)
2,3,4,5»tetrahydropyridine-?,é-dicarboxylate N-acetyltransferase (EJFLEOKL,OOOZS)
HTH-type transcriptional regulator DmIR (EJFLEOKL_00025)
\ 1S4 family transposase IS10A (EJFLEOKL_00023)
1S6 family transposase 1526 (EJFLEOKL_00031) 27 26 \ 22

K

IMGPR _plasmid_3300053491 040202: 9,549-32,137 (-)
AAC_6p_lb-NCBIFAM AAC(6')-Ib family aminoglycoside é'-N-acetyltransferase (NFO33074.0) (ONOOHMKO_00030)
blaDXA- 48_like-NCBIFAM OXA-48 family class D beta-lactamase (NFO00387.2) (ONOOHMKO_00024)
blaOXA-1_like-NCBIFAM OXA-1 family class D beta-lactamase (NFO00388.2) (ONOOHMK 6 00029)
2,3,4,5-tetrahydropyridine-2, 6- -dicarboxylate N-acetyltransferase (ONOOHMKO 00028)
HTH-type transcriptional regulator DmIR (ONOOHMKO_00025)

1S6 family transposase 1526 (ONOOHMKO_00031) 1S4 family transposase IS10A (ONOOHMKO_00023)
32 | \ 27 26 | | 2! 15
K Qe D OrETTHED-GT— i E KT

IMGPR _plasmid_3300053491 040205:8,725-32,903 (-)
AAC_6p_lb-NCBIFAM AAC(6')-Ib family aminoglycoside 6'-N-acetyltransferase (NFO33074.0) (NOIMKIMF_00002)
rifampin_ARR-NCBIFAM NAD(J—'-Tifampin ADP-ribosyltransferase (NFO33144.1) (NOIMKIMF_00083)
blaOXA- 48_like- NCBIFAM OXA-48 family class D beta-lactamase (NFO00387.2) (NOIMKIMF_00080)
blaOXA-1_like-NCBIFAM OXA-1 family class D beta-| Iactamase (NFO00388.2) (NOIMKIMF 00001)

J:) HTH-type transcrlptlonal regulator DmIR (NOIMKIMF_00081)
1S6 family transposase 1S26 (NOIMKIMF_00003)| S4fam|lytransposase 1S10A (NOIMKIMF_00079)
4 \ 82 \ \ 78

K

IMGPR _plasmid_3300053491 044037:1-11,815(-); 57,475-67,491 (-)
AAC_6p_lb-NCBIFAM AAC(6')-Ib family aminoglycoside é'-N-acetyltransferase (NFO33074.0) (NLIJEIJJ_00002)
rifampin_ARR-NCBIFAM NADW—rifampin ADP-ribosyltransferase (NFO33144.1) (NLIJEIJJ_00083)
l‘JIaOXA-48_Iike-I\RfBIFAM OXA-48 family class D beta-lactamase (NFO00387.2) (NLIJEIJJ_00080)
blaOXA-1_like-NCBIFAM OXA-1 family class D beta-lactamase (NFO00388.2) (NLIJEIJJ_00001)
‘ HTH-type transcriptional regulator DmIR (NLIJEIJJ_00081)
1S6 family transposase 1S26 (NLIJEIJJ_00003) ‘ 1S4 family transposase IS10A (NLIJEIJJ_00079)

54 \ \ 82 \ 78

K

IMGPR _plasmid_3300053491 042042:1-12,572 (-); 57,492-68,242 (-)
AAC_6p_lb-NCBIFAM AAC(6')-Ib family amlnoglyc05|de 6'-N-acetyltransferase (NFO33074.0) (IMNJBEKL_00002)
rifampin_ARR-NCBIFAM NAD(+)--r|famp|n ADP- rlbosyltransferase(NFO33144 1) (IMNJBEKL_00080)
bIaOXA 48_like- NCBIFAM OXA-48 family class D beta-lactamase (NFO00387.2) (IMNJBEKL_00076)
blaOXA-1_like-NCBIFAM OXA-1 family class D beta- Iactamase (NFO00388.2) (IMNJBEKL 00001)
HTH- type transcriptional regulator DmIR (IMNJBEKL_00077)
151380 family transposase ISEcpl (IMNJBEKL_ 00078)
1S6 family transposase 1S26 (IMNJBEKL_00003) ‘ £S4 famlly transposase IS10A (IMNJBEKL_00075)
LexA repressor (IMNJBEKL_00004) 1S6 family transposase 1526 (IMNJBEKL_00079) 74
K OO DO —DOE&ECHHED-&—— PiDE ¢
IMGPR _plasmid_3300053491 039524:1-11,998 (-); 55,315-67,544 (-)
AAC_6p_Ib-NCBIFAM AAC(6')-Ib family aminoglycoside 6'-N-acetyltransferase (NF033074.0) (OEDIEJHL_00079)
“blaOXA-48_like-NCBIFAM OXA-48 family class D beta-lactamase (NFO00387.2) (OEDIEJHL_00073)
blaOXA-1_like-NCBIFAM OXA-1 family class D beta-lactamase (NFO00388.2) (OEDIEJHL_00078)
2,3,4,5-tetrahydropyridine-‘2,6-dicarboxylate N-acetyltransferase (OEDIEJHL_OOO77)
HTH-type transcriptional regulator DmIR (OEDIEJHL_00074)
151380 family transposase ISEcp1 (OEDIEJHL,‘OOO7S)
196 family transposase 1526 (OEDIEJHL_00076) |
\ \ 1S1 family transposase IS1R (OEDIEJHL_00072)
1S6 family transposase 1526 (OEDIEJHL_00080) 1S4 family transposase IS10A (OEDIEJHL_00071)
1 LexA repressor (OEDIEJHL_ 00081} | ‘ | | 70

N — >-<K}Q
IMGPR_plasmid_3300053491_043265:1-6,175 (-); 50,967-67,561 (-)
AAC_6p_lb-NCBIFAM AAC(6')-Ib family aminoglycoside 6'-N-acetyltransferase (NFO33074.0) (BPBHKKIJ_00077)
ﬁéBXA-48_Iike-NCBIFAM OXA-48 family class D beta-lactamase (NFO00387.2) (BPBHKKIJ_00071)
blaOXA-1_like-NCBIFAM OXA-1 family class D beta-lactamase (NF000388.2) (BPBHKKIJ,OOO76)
2,3,4,5—tetrahydropyridine-ﬁ,é-dicarboxylate N-acetyltransferase (BPBHKKIJ _00075)
HTH- -type transcriptional regulator DmIR (BPBHKKIJ_00072)
1513 Ofamlly transposase ISEcp1 (BPBHKKIJ 00073)

1S6 family transposase 1526 (BPBHKKIJ_00078) |
LexA repressor (BPB! BHKKIJ 00079) ‘ 1S4 family transposase IS10A (BPBHKKIJ_00070)
| 156 family transposase 1526 (BPBHKKIJ_00074) | 69

KFGGG—D—DD—D{_XX:KH%C}—(:DDDD:XKK:]

IMGPR _plasmid_3300053491 042045:1-6,416 (-); 51,380-67,520 (-)
AAC_6p_Ib-NCBIFAM AAC(6')-1b family aminoglycoside 6'-N-acetyltransferase (NFO33074.0) (KDAPFKBN_00071)
chloram_CatB-NCBIFAM type B chIoEr'nT)henicol O-acetyltransferase (NFO00490.1) (KDAPFKBN_00069)
rifampin_ARR-NCBIFAM NAD(+)‘—-rifampin Amibosyltransferase (NFO33144.1) (KDAPFKBN_00068)
bIéOXA-48_Iike‘-NCEFAM OXA-48 family class D beta-lactamase (NFO00387.2) (KDAPFKBN_00065)
blaOXA-1_like-NCBIFAM OXA-1 family class D beta- Iactamaée (NF000388.2) (KDAPFKBN_00070)
HTH- type transcrlptlonal regulator DmIR (KDAPFKBN_00066)
1S6 family transposase 1526 (KDAPFKBN  00072) S4 famlly transposase IS10A (KDAPFKBN_00064)
79 LexA repressor (KDAPFKBN_00073) \ \ | 67 \ \ 63

D K

IMGPR _plasmid_3300053491 039520:42,353-65,433 (-)
AAC_6p_lb-NCBIFAM AAC(6')-Ib family aminoglycoside 6'-N-acetyltransferase (NF033074.0) (FNINKLNB_00078)
chloram_CatB-NCBIFAM type B chlc;a'?nphenicol O-acetyltransferase (NFO00490.1) (FNINKLNB_00080)
bIaOXA 48_like-NCBIFAM OXA-48 family class D beta-lactamase (NFO00387.2) (FNINKLNB_00002)
blaOXA-1_like-NCBIFAM OXA-1 family class D beta- Iactamase (NFO00388.2) (FNINKLNB_00( _00079)
HTH- type transcriptional regulator DmIR (FNINKLNB_00001)

1S6 family transposase 1S26 (F INKLNB,OOO77) 1S4 famlly transposase IS10A (FNINKLNB_00003)
LexA repressor (FNINKLNB_00076) 156 familytransposase 1526 (FNINKLNB_00081) \ 4 6 Endoribonuclease PemK (FNINKLNB_00007)
K I N E— I —

IMGPR_plasmid_3300053491_038754: 53,809-67,514 (+); 1-9,395 (+)
AAC_6p_Ib-NCBIFAM AAC(6')-1b family aminoglycoside 6'-N-acetyltransferase (NFO33074.0) (MJGEKBDP_00002)
'blaOXA-48_like-NCBIFAM OXA-48 family class D beta-lactamase (NFO00387.2) (MJGEKBDP_00076)
blaOXA-1_like-NCBIFAM OXA-1 family class D beta-lactamase (NFO00388.2) (MJGEKBDP 00001)
\ HTH-type transcriptional regulator DmIR (MJGEKBDP_00077)
1S6 family transposase 1S26 (MJGEKBDP_00003) S4 familytransposase 1S10A (MJGEKBDP_00075)
LexA repressor (MJGEKBDP_00004) | | 79 78 | | 74

K

IMGPR _plasmid_3300053491_042044: 1-11,831 (-); 57,730-67,530 (-)
AAC_6p_lb-NCBIFAM AAC(6')-1b family aminoglycoside 6'-N-acetyltransferase (NFO33074.0) (ANHAHAOP_00050)
chloram_CatB-NCBIFAM type B chIoE'nTphenicoI O-acetyltransferase (NFO00490.1) (ANHAHAOP_00052)
bIéOXA»48,Iike-NCBI FAM OXA-48 family class D beta-lactamase (NFO00387.2) (ANHAHAOP_00057)
blaOXA-1_like-NCBIFAM OXA-1 family class D beta-lactamase (NFO00388.2) (ANHAHAOP 00051)
HTH-type transcriptional regulator DmIR (ANHAHAOP_00056)
151380 family transposase ISEcp1 (ANHAHAOP_00055)

1S6 family transposase 1S26 (ANHAHAOP_00049) 154 family transposase IS10A (ANHAHAOP_00058)
156 family transposase 1526 (ANHAHAOP_00054) Protein UmuC (ANHAHAOP_00063)
48 | | 53 | | | 59 R

K

IMGPR_plasmid_3300053491_040206: 30,672-53,434 (+)
AAC_6p_Ib-NCBIFAM AAC(6')-1b family aminoglycoside 6'-N-acetyltransferase (NFO33074.0) (CEPBOPPP_00080)
‘blaOXA-48 _like-NCBIFAM OXA-48 family class D beta-lactamase (NFO00387.2) (CEPBOPPP_00002)
blaOXA-1_like-NCBIFAM OXA-1 family class D beta-lactamase (NFO00388.2) (CEPBOPPP_00081)
2,3,4,5-tetrahyd ropyridine—?,é-dicarboxylate N-acetyltransferase (CEPBOPpP_OOOSZ)

rt HTH-type transcriptional regulator DmIR (CEPBOPPP_00001)
1S6 family transposase 1S26 (CEPBOI PP,OOO79) 1S4 family transposase IS10A (CEPBOPPP_00003)

78 1S6 family transposase 1S26 (CEPBOPPP_00083) | 4 9 Protein UmuC (CEPBOPPP_00010)
K I I -

IMGPR _plasmid_3300053491_039532: 54,325-67,496 (+); 1-8,662 (+)
AAC_6p_set_A-NCBIFAM aminoglycoside 6'-N-acetyltransferase (NFO12165.0) (EBKBGENL_00078)
bTa'BXA-48,like—NCBIFAM OXA-48 family class D beta-lactamase (NFO00387.2) (EBKBGENL_00002)
blaOXA-1_like-NCBIFAM OXA-1 family class D beta-lactamase (NFO00388.2) (EBKBGENL_OOO79)
2,3,4,5-tetrahydropyridine-ﬁ,é-dlcarboxylateN acetyltransferase(EBKBGENL 00080)
‘ HTH- type transcriptional regulator DmIR (EBKBGENL_00001)

1S6 amllytransposase 1S15DI1 (EBKBGENL_00081) MazEF__MazF (EBKBGENL_00005)
1S6 family transposase 1526 (EBKBGENL_00077) | 3 4 T Protein UmuC (EBKBGENL_00008)
K N — - —

IMGPR _plasmid_3300053491_042731:54,343-67,511 (+); 1-10,835 (+)
chloram_CatB-NCBIFAM type B chloramphenicol O-acetyltransferase (NFO00490.1) (MFMEJHDD_00078)
rifampin_ARR-NCBIFAM NAD(+)--rifampin Aﬁﬂibosyltransferase (NF033144.1) (MFMEJHDD_00079)
AAC_6p_set_A-NCBIFAM aminoglycoside 6'-N-acety|transferase‘ (NFO12165.0) (MFMEJHDD_00076)
bIaOXA 48_like-| NCBIFAM OXA-48 family class D beta lactamase (NFO00387.2) (MFMEJHDD_00002)
blaOXA-1_like-NCBIFAM OXA-1 family class D beta- Iactamase (NF000388.2) (MFMEJHDD 00077)
HTH- type transcrlptlonal regulator DmIR (MFMEJHDD_00001)
1S6 amilytransposase 1S15DII (MFMEJHDB,OOOSO)
1S6 family transposase 1526 (MFMEJHDD_00075) | | T \ 3

K

IMGPR_plasmid_3300053491_038749: 54,352-67.528 (+); 1-9,412 (+)
blaOXA-48_like-NCBIFAM OXA-48 family class D beta-lactamase (NFO00387.2) (OBIMBIBO_00068)
HTH-type transcriptional regulator DmIR (OBIMBIBO_00067)
1S1 family transposase IS1D (OBIMBIBO_00069)
1S1 family transposase IS1R (OBIMBIBO_00070)
1S4 family transposase IS10A (OBIMBIBO_00071)
‘ IS4fT|mintrarTsposase 1S10A (OBIMBIBO_00066)
65

72

¢ KK

IMGPR_plasmid_2728369383_000005: 36.426-51,829 (-)
blaOXA-48_like-NCBIFAM OXA-48 family class D beta-lactamase (NFO00387.2) (PALNGCOO_00010)
HTH-type transcriptional regulator DmIR (PALNGCOO_00009)
1S1 family transpos‘ase 1S1D (PALNGCOO_00011)
1S1 family transposase IS1R (PALNGCOO_00012)
154 family transposase IS10A (PALNGCOO_00013)
1S4 family transposase IS10A (PALNGCOO_00008)

A | 14
¢ KK

IMGPR_plasmid_2851034084_000001:2,437-17,840 (+)
blaOXA-48_like-NCBIFAM OXA-48 family class D beta-lactamase (NFO00387.2) (IPFPMLAB_00078)
HTH-type transcriptional regulator Dmlﬁ IPFPMLAB_00079)
1S1 famlly transposase IS1D (IPFPMLAB_00077)
ISifamlIytransposase IS1R (IPFPMLAB_00076)
‘IS4fam|Iy transposase IS10A (IPFPMLAB_00075)
1S4 family transposase IS10A (IPFPMLAB 00080)

81 [ | |
¢ KK

IMGPR_plasmid_2687453296_000004: 54,058-69,461 (-)
blaOXA-48_like-NCBIFAM OXA-48 family class D beta-lactamase (NFO00387.2) (PKLIFPPP_00051)
HTH-type transcriptional regulator DmIR (PKLIFPPP_00052)
1S1 family transposase IS1D (PKLIFPPP,OOOSO)
1S1 family transposase IS1R (PKLIFPPP_00049)
1S4 family transposase IS10A (PKLIFPPP. 00048)‘
‘ ‘ IS4f‘am|Iytra‘nsposase 1S10A (PKLIFPPP_00053)
54

74
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IMGPR_plasmid_2922838355_000004: 34,823-50,226 (+)
blaOXA-48_like-NCBIFAM OXA-48 family class D beta-lactamase (NFO00387.2) (INILKPIO_00010)
HTH-type transcriptional regulator DmIR (INILKPIO_00009)
1S1 famil ytranspesase 1S1D (INILKPIO_00011)
151 family transposase IS1R (INILKPIO_00012)
| 14 family transposase IS10A (INILKPIO_00013)
1S4 family transposase IS10A (INILKPIO_OOOOB)
7

\ |
( KK

—— - —
IMGPR_plasmid_2907813880_000005: 2,425-19,738 (+)
blaOXA-48_like-NCBIFAM OXA-48 family class D beta-lactamase (NFO00387.2) (MOIKKJMJ_00053)
HTH-type transcriptional regulator Dmlﬁ (MOIKKJMJ_00052)
1S4 family transposase IS10A MOIRKJMJ 00051)
1S4 famllytransposase 1S10A (MOIKKJMJ_00054)
50 | | 55

KK HE - H MDD ]

—
IMGPR_plasmid_2925497158_000003: 35,664-50,290 (+)

14 17

Alpha-D-ribose 1-methylphosphonate 5-triphosphate synthase subunit Phnl (DFPCGAFO_00020)
Alpha-D-ribose 1-methylphosphonate 5-phosphate C-P lyase (DFPCGAFO_00021)
putative ABC transporter ATP-binding protein (DFPCGAFO_00016)
1S1 family transposase IS1A (DFPCGAFO_00012)

BC transporter (VF0741) (DFPCGAFO_00015)
1S6 family transposase 1526 (DFPCGAFO_00008) HitABC (VF0268) (
Carbonic anhydrase (DFPCGAF‘0,000:I.O) ‘ Tn3 family transposase (DFPCGAFO_00024)

7 |9 11 | 13 14 17 18 19 mads_8 (DFPCGAFO_00023) | 26

Serine recombinase PinR (DFPCGAFO_00025)
DFPCGAFO_00022)

IMGPR _plasmid_2938152372_000003: 2,429-29,208 (+)
k 10000 nt 1

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




