41 46
38 39 40] 42 43 44 45] 47

IMGPR_plasmid_3300053491_040206:26,757-39,272 (+)
63 64 66 71

IMGPR_plasmid_3300053491_038749:46,008-62,760 (+)
51 50 49 44

IMGPR_plasmid_3300053491_037360:28,691-42,411 (-)
7

IMGPR _plasmid_3300053491 035555: 3,400-17,125 (-)
44 42 Antitoxin Pem| (EODOBCPJ_00038)

IMGPR_plasmid_3300053491_044035:22,596-37,112 (-)
9

IMGPR_plasmid_3300053491.042042:4,152-16,654 (-)
68 73

IMGPR_plasmid_3300053491_042731:49,083-62,759 (+)
81 76

IMGPR_plasmid_3300053491_039520: 1-2,707 (-); 56,499-67,510 (-)
1

IMGPR_plasmid_3300053491.043265: 1-10,087 (-); 65,139-67,561 (-)
1 83

IMGPR _plasmid_3300053491 042045:1-11,710(-); 65,531-67,520 (-)
1S6 family transposase IS$3 (HMMGNBEM_00003)
Tn3 family transposase Th2 (HMMGNBEM_00004)
| 5 7

IMGPR_plasmid_3300053491_044587: 63, 469-66,838 (+); 1-13,652 (+)

54
IMGPR _plasmid_3300053491_035558: 33,090-49,327 (-)
Protein UmuD (NHCPJNIF_00072)
77
5 17 76 Protein UmuC

IMGPR _plasmid_3300015186_000021: 1-8,913 (-); 53,770-58,056 (-)
1S4 family transposase 1S186B (JMKADDJH_00001)

IMGPR_plasmid_3300053491_050523: 1-8,983 (-); 53,343-59,941 (-
66 67 69 70 74

IMGPR _plasmid_3300053491 039532:45,487-62,735 (+)
Tn3 family transposase (ACJOJDBN_00007)
4 T 9 MazEF__MazF (ACJOJDBN_00014)

B OO )-CCTKKIDRD

-
IMGPR_plasmid_3300053491_044032:1,316-16,693 (+)
75 73

IMGPR_plasmid_2802429663_000006: 43,523-57,014 (-)
19

IMGPR_plasmid_2579778570_.000004: 11,416-24,951 (+)
78

IMGPR_plasmid_641210276_000001: 46,807-60,043 (+)
46

IMGPR_plasmid_2880004798_000004: 23,549-37,006 (-)
52

IMGPR _plasmid_2907911490_000004: 32,471-45,927 (+)
Transposon Tn3 resolvase (CHADOHLF_00030)
Beta-lactamase TEM (CI—TADOH LF_00029)
Tn3 familyﬂ"ansiposase Tn2 (CHADOHLF_00031)
32

IMGPR _plasmid_645047346_000001: 19,872-38,317 (+)
Replication initiation protein (BFBEFGOI_00046)

IMGPR_plasmid 2695420776 000001: 24,824-40,955 (-)
39 40

IMGPR _plasmid_2751185935_000013: 24,050-38,125 (+)
blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bec-type (NFO00320.3) (GOHIBMAO_00021)
151182 family transpos'ase ISKpné (GOHIBMAO_00020)
Tyrosine recombinase XerC (GOHIBMAQO_00025)
Tn3 family transposase ISPsy42 (GOHIBMAO_00024)
DrmD_00013 DrmD (GOHIBMAO_00022)
23 || 19

IMGPR_plasmid_2667528042_000012:8,545-31,717 (-)
16S_rRNA_Rmt_gen-NCBIFAM Rmt family 16S rRNA (guanine(1405)-N(7))-methyltransferase (NFO00466.2) (LGDGADEM_00094)
ANT_3pp_AadA3-NCBIFAM ANT(3")-1a family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (LGDGADEM_00088)
SMR_gac_E-NCBIFAM quaternary ammonium compound;ﬁlux SMR transporter QacE (NF000276.2) (LGDGADEM_00089)
trim_DfrA12-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA12 (NFOObOS3.2) (LGDGADEM_00087)
MPH_3-NCBIFAM Mph(E)/Mph(G) family macrolide 2'-phosphotransferase (NFO00241.1) (LGDGADEM_00099)
ABCF_Msr_all-NCBIFAM Msr family ABC-F type ribosomal protection protein (NFO00168.2) (LGDGADEM_00097)
AAC_3_II-NCBIFAM AAC(3)-11 family aminoglycoside N- acetyltransferase(NF033080 0) (LGDGADEM 00084
Sul1-NCBIFAM sulfonamide-re: re5|stant dlhydropteroate synthase Sull (NF000294. 1) (LGDGADEM_00090)
Tunicamycin resistance protein (LGDGADEM_00083]

1S1182 family transposase ISCfr1 (LGDGADEM_00080) L \ 1S4 family transposase ISEc29 (LGDGADEM_00096)
1S6 family transposase 1526 (LGDGADEM_00085)
PDC-S36_WP_084151199.1 (LGDGADEM_00081) | | 1S6 family transposase 1515 (LGDGADEM_00102)
Ty?c)';\e recombinase XerC LGDGAD M_00086) Tn3 famllytranspgsaseTnZ(LGDGADEM,OOIOB)
Beta-lactamase TEM (LGDGADEM_00079) ISBfamllytransposaseISEc35(LGDGADEM 00092} 100
| | 8 | L1 91 T93]95 | | 98] Ti01 104
- . —— | I |

IMGPR_plasmid_640048269_000001: 49,592-89,366 (+)
AAC_3_II-NCBIFAM AAC(3)-11 family aminoglycoside N-acetyltransferase (NFO33080.0) (DEEPFALH_00087)

Tunicamycin resistance pro@ (DEEPFALH_00088)

11182 family transposase ISCfr1 (DEEPFALH_00091)
1S6 family transposase 1515 (DEEPFALH_00086)
PDC-536_WP_084151199.1 (DEEPFALH_00090)
Beta-lactamase TEM (DEEPFALH_00092) | | |
Tn3 family transposase Tn2 (DEEPFALH_00085)
‘ | 89| | | 84

IMGPR_plasmid_3300053491_039522: 1-6,844 (): 56,535 73,439 ()
ANT_2pp_la-NCBIFAM aminoglycoside nucleotidyltransferase ANT(2")-la (NFO00064.3) (GOGGDEOC_00016)
blaTEM-NCBIFAM TEM family class A beta-lactamase (NFO00531.2) (GOGGDEOC_00014)
Glycerol-3- phosphate regmon repressor (GOGGDEOC_00013)
15110 family transposase 1S4321R GOGGDEocTom
IS5 family transposase 15903 (COGGDEOC _00015)
Tyrosine recombinase XerC (GOGGDEOC_00017) Serine recombinase PinR (GOGGDEOC_00011)
| T Tn3family'transposase (GOGGDEOC_00012)

IMGPR _plasmid_2869866812_000003: 3, 1%*25 8?(*)
ANT_2pp_la-NCBIFAM aminoglycoside nucleotldyltransferase ANT(2")-1a (NFO00064.3) (JNAFJPGK_00041)
blaTEM-NCBIFAM TEM family class A béta-lactamase (NF000531.2) (JNAFJPGK_00040)
Glycerol-3-phosphate regmn repressor (JNAFJPGK_00039)
15110 family transposase 154321R (JNAFJPGK_00043)
Tyrosine recombinase XerC (JNAFJPGK 00042) Serine recombinase PinR (JNAFJPGK_00037)
\ T3 famlly transposase (JNAFJPGK_00038)

EEEEO-D—CDEACTTTID K

IMGPR_plasmid_2924933432_000003: 17,?0?39,304 (-)
ANT_2pp_la-NCBIFAM aminoglycoside nucleotldyltransferase ANT(2")-la (NFO00064.3) (BGIBFMGJ_00064)
blaTEM-NCBIFAM TEM family class A beta lactamase (NFO00531.2) (BGIBFMGJ_00062)
Glycerol-3-phosphate regulon repressor (BGIBFMGJ_00061)
1S110 family transposase 1S4321R (BGIBFMGJ_00066)
IS5 family fransposase 15903 (BGIBFMGJ_00063)
Tyrosine recombinase XerC (BTFMGJ 00065)
‘ Serlne recombinase PinR (BGIBFMGJ_00059)

n3famn|ytransposase BGII¥MGJ _00060) 56

IMGPR _plasmid_2872097386_000005: 30,5-29753,9-96 (-)
ANT_3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (EKDCIIOA_00012)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (EKDCIIOA_00013)
trim_DfrA3b-NCBIFAM trimethoprim-| re5|stant dlhydrofolate reductase DfrA3b (NFO00065.1) (EKDCIIOA_00016)
AAC_6p_Ib-NCBIFAM AAC(6')-1b family amlnoglyc05|de 6'-N-. acetyltransferase (NFO33074.0) (EKDCIIOA _00011)
Sul1-NCBIFAM sulfonamide-resistant dlhydropteroate synthase Sull (NF000294.1) (EKDCIIOA_00014)
blaTEM-NCBIFAM TEM family class A beta-lactamase (NFO00531.2) (EKDCIIOA_00018)
L Glycerol-3-phosphate regulon repressor (EKDCIIOA_00019)
15110 family transposase 154321R (EKD! IIOA  00009) \ \
‘ IS5 famlly transposase 1IS203 (EKDCIIOA_00017)
Tyrosine recombinase XerC (EKDCIIOA_00010) | Serine recombinase PinR (EKDCIIOA_00021)
| 7T | | ] 15 Tn3family transposase (EKDCIIOA 00020)

. — _—
IMGPR _plasmid_2718218190_000004: 3,574-31,217 (+)
ANT _3pp_AadA3-NCBIFAM ANT(3")-1a family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (AJAAPGGE_00070)
SMR_gac_E-NCBIFAM quaternary ammonium comT)ound efflux SMR transporter QacE (NF000276.2) (AJAAPGGE_00072)
APH_3p_A16-NCBIFAM APH(3') family amlnoglyc05|de0 phosphotransferase AphA16 (NFO33112.0) (AJAAPGGE_00069)
ANT_2pp_la-NCBIFAM aminoglycoside nucleotldyltransferase ANT(2")-1a (NFO00064.3) (AJAAPGGE_00068)
Sul1-NCBIFAM sulfonamide-resistant dlhydropteroate synthase Sul1 (NF000294.1) (AJAAPGGE_00073)
blaOXA-2_like-NCBIFAM OXA-2 famlly class D beta- Iactamase (NF000267.2) (AJAAPGGE_00071)
Is6' famlly transposase ISélOO (AJAAPGGE_00075)
‘ ‘ 156 famlly transposase 1S26 (AJAAPGGE_00076)
Tyrosine recombinase XerC (AJAAPGGE_00067) l
T l L L Tn3 family transposase (AJAAPGGE_00077)

1S110 family transposase 154321R (AJAAPGGE_00066) 74 | | Serine recombinase PinR (AJAAPGGE_00078)

N
IMGPR _plasmid_2718217916_000003: 39,729-65,672 (+)
MerP-TIGRFAMs TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (PACFBBHH_00062)
ANT_3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotidyltransferase AadA3 (NF033127.I) (PACFBBHH_00050)
SMR_gac_E-NCBIFAM quaternary ammonium compoTnd efflux SMR transporter QacE (NF000276 2) (PACFBBHH_00052)
APH_3p_A16-NCBIFAM APH(3') family aminoglycoside O-| phosphotrans—ferase AphA16 (NF033112.0) (PACFBBHH _00049)
PRK13747.1-PRK PRKIPRK13747 1: broad- -spectrum mercury transporter MerE (NF010310.2) (PACFBBHH_00058)
PRK13752 1 PRK F‘RK\PRK137S2 1: Hg(ID- responswe transcrlptlonal regulator (NFO10315.0) (PACFBBHH_00064)
ANT _2pp_la-NCBIFAM aminoglycoside nucleotldyltransferase ANT(2”) la (NFO00064.3) (PACFBBHH. 00048)
Sul1-NCBIFAM sulfonamide-resistant dlhydropteroate synthase Sull (NFOOO294 1) (PACFBBHH _00053)
coreg_| Merb NCB‘FAM mercury resistance co- regulator MerD (NFO33783 1) (PACFBBHH_00059)
transport merC NCBIFAM organomercurlal transporter MerC (NFO33784.1) (PACFBBHH_00061)
blaOXA-2_like-NCBIFAM OXA-2 family cfass D beta-lactamase (NFO00267.2) (PACFBBHH' 00051)
bIaTEM-NCBIFAM TEM family class A beta-lactamase (NFO00531.2) (PACFBBHH_00068)
lerA-TIGRFAMs TIGRFAMs: mercury(l) reductase (TIGR02053.1) [PACFBBHH_00060)

i J ‘ ‘ ‘ Glycerol 3 pHosphate regu|on repressor (PACFBBHH_00069)
Mercuric transport proteln MerT (PACFBBHH 00063)
1S110 family transposase 154321R (PACFBBHH_00046) 1S3 famﬂytransposaselSEcIEé PACFBBHH _00065)
Tyrosine recombinase XerC (PACFBBHH_ 00047 135 family transposase 15903 (PACFBBHH .00067)

Transposon Tn3 resolvase (PACFBBH 00044) ‘
Beta-lactamase TEM (PACFBBHH_00045)
Tn3 family transposase Tn2 (PACFBHT—!H_OOO‘B ‘ ‘ ‘

putatlve signaling proteln (PACFBBHH. 00057) ‘
Tn3 famlly transposase (PACFBBHH_00070)
5455 56 ‘ Serine recombinase PinR (PACFBBHH_00071)
I — L | | BN | L

IMGPR _plasmid_2718217735_000008: 26,905-67,590 (+)

MerP-TIGRFAMs TIGRFAMs: mercury resistance system perlplasmlc binding protein MerP (TIGR02052.1) (CJMHHKFE_00067)
ANT_3pp_AadA3-NCBIFAM ANT(3")-la family amlnoglyc05|de nucleotldyltransferase AadA3 (NF033127.1) (CJMHHKFE_00077)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (CJMHHKFE_00075)
APH_3p_A16-NCBIFAM APH(3') family am|noglyc05|de o phosphotransferase AphAlé (NF033112.0) (CJMHHKFE_00078)

PRK13752.1-PRK PRKIPRK13752 1: Hg(I1)- responswe transcrlptlonal regulator (NFO10315.0) (CJMHHKFE_00065)
ANT_2pp_la-NCBIFAM aminoglycoside nucleotldyltransferase ANT(2")-1a (NF000064 3) (CJMHHKFE_00079)
Sul1-NCBIFAM sulfonamide- reS|stantd|hydropteroate synthase Sul1l NF000294 1) (CJMHHKFE_00074)
coreg_MerD- NCBIFAM mercury resnstance co- regulator MerD NFO33783 1) (CJMHHKFE_00070)
transport_merC NCBIFAM organomercurlal transporter MerC (NF033784.1) (CJMHHKFE_00068)
blaOXA-2_like-NCBIFAM OXA-2 family class D beta-lactamase (NF000267.2) (CJMHHKFE_00076)

ll | blaTEM-NCBIFAM TEM family class A beta-lactamase (NFO00531.2) (CJMHHKFE_00061)

MerA-TIGRFAMs TIGRFAMs: mercury([l) reductase (TIGR02053.1) [CJMHHKFE_00069)

‘ ‘ Glycerol 3 phosphate regu(on repressor (CJMHHKFE_00060)
Mercunc transport proteln MerT (CJMHHKFE 00066)
1S3 fam||y transposase |SEc36 (CJMHHKFE 00064)
S6 family transposase 156100 (CJMHHKFE_00072)
‘ ISS famllytransposase IS903 (CJMHHKFE 00062)
71

Tyrosine recombinase XerC JCJ HHK E_ 0 80) Tn3 family transposase (CJMHHKFE_00059)
15110 family transposase 154321 1R CJMHHKFE 00681 73 63 Serine recombinase PinR (CJMHHKFE_00058)

I —— — [T —— T ] — ]
IMGPR_plasmid_2906119096_000002: 29,956-63,724 (-)

MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (BJANMNDJ_00062)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (BJANMNDJ_OOO47)
PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transpdrter MerE (NFO10310.2) (BJANMNDJ_00058)
‘ PRK13752.1-PRK PRK|PRK13752.1: Hg(IT)-responsive transcriptional regulator (NFO10315.0) (BJANMNDJ_00064)
ANT_2pp_la-NCBIFAM aminoglycoside nucleotidyltransferase ANT(2")-la (NFO00064.3) (BJANMNDJ_00045)
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NFO00294.1) (BJANMNDJ_00048)
‘ca%g_MerD NCBIFAM mercury resistance co-| regulator MerD( F033783.1) (BJANMNDJ_00059)
transport_merC-NCBIFAM organomercurlal transporter MerC (NF033784.1) (BJANMNDJ_00061)
blaTEM- NCBIFAM TEM famlly class A beta-lactamase (NFO00531.2) (BJANMNDJ_00068)
MerA-TIGRFAMs TIGRFAMs: mercury( tl reductase (TIGROZOSS.lTJANMNDJ_OOOéO)
blaOXA-2_like-NCBIFAM OXA-2 family class D beta-lactamase (NF000267.2) (BJANMNDJ_00046) Glycerol‘-é-phosphate regulon repressor (BJANMNDJ_00069)
‘ Mercuric transport proteln MerT (BJANMNDT_()OOoS)
15110 family transposase 155075 (BJANMNDJ_00054) | [T | J ’J
1S6 fami ytransposase 1S6100 (BJANMNDJ _00050) 1S3 fam||y transposase ISEc36 (BJANMNDJ_00065)

Tyrosine recombinase XerC (BJANMNDJ,OOO44) IS5 famlly transposase 1S903 (BJANMNDJ _00067)
| | Tn3 family transposase ISPa38 (BJANMND]_00055) | |
1S110 family transposase 1S4321R (B. ANMNDJ_OOO43‘) 51 DNA-invertase h|n(BJANMNDJ OObS Tn3 family transposase (BJANMNDJ_00070)
[ | ||| 4 | T5253 | | 57| | HH 6 | | | Serine recombinase PinR (BJANMNDJ_00071)

. L | | BN ] _—
IMGPR _plasmid 2718217853 _000003: 26,905-66,924 (+)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system perlplasmlc binding protein MerP (TIGR02052.1) (JJALEBHP_00079)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (JJALEBHP_00088)
PRK13747.1-PRK PRK|PRK13747.1: broad- spectrum mercury transporter MerE (NFO10310.2) (JJALEBHP_00083)
PRK13752.1-PRK PRKIPRK13752 1: Hg(! () responswe transcriptional regulator (NFO10315.0) (JJALEBHP_00077)
trim_DfrB-NCBIFAM trimethoprim-| reslstantdlhydrofolate reductase DfrB (NF000331.2) (JJALEBHP_00089)
Sul1-NCBIFAM sulfonamide-resistant d|hydropteroate synthase Sull( NF000294 1) (JJALEBHP_00087)
coreg_MerD-NCBIFAM mercury ‘resistance co- regulator MerD (NF033783 1) (JJALEBHP_00082)
transport_merC- NEBIFAM organomercurlal transporter MerC (NF033784.1) (JJALEBHP_00080)
_l_ LbIaTEM NCBIFAM TEM family class A beta-lactamase (NFO00531.2) (JJALEBHP_00073)
MerA-TIGRFAMs TIGRFAMs: mercury(ll) reductase (TIGR02053.1] (JJALEBHP_00081)
‘ ‘ Glycer ol- 3 phosphate regulon repressor (JJALEBHP_00072)
Mercuric transport proteln MerT (JJALEBHP 00078)
1S3 famllytransposas.e ISEc36 (JJALEBHP,OOO76)
1S6 family transposase ISélOO {JJALEBHP_00085)
15110 family transposase 1S4321R (JJALEBHP_00091) (LISS famlly‘tr‘a‘ns‘posase 15903 (JJALEBHP_00074)
Tyrosine recombinase XerC (JJALEBHP_0009 Tn3 family transposase (JJALEBHP_00071)
[ T | | |8 |84 75 Serine recombinase PinR (JJALEBHP_00070)
L [ [ BN ] —_—

IMGPR _plasmid 2886102892 _000001: 42,2157_4.172 (-)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (GAHAIAKB_00037)
ANT _3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (GAHAIAKB_00013)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (GAHAIAKB_00030)
APH_3p_A16-NCBIFAM APH(3') family aminoglycoside O-phosphotransferase AphA16 (NFO033112.0) (GAHAIAKB_00012)
PRK13752.1-PRK PRKIPRK13752 1: Hg(I1)- responswe transcrlptlonal regulator (NFO10315.0) (GAHAIAKB_00039)
AAC_6p_lb-NCBIFAM AAC(6')-1b family amlnoglycoslde 6'-N- acetyltransferase (NF033074.0) (GAHAIAKB _00026)
chloram_CatB-NCBIFAM type B chloramphenlcol O- acety(transferase (NF000490 1) (GAHAIAKB 00028)
Sul1-NCBIFAM sulfonamide-resistant dlhydropteroate synthase Sull (NF000294. 1) (GAHAIAKB_00031)
rifampin_ARR-NCBIFAM NAD(+ )--rlfampln ADP- rlbosyltransferase(NF033144 1) (GAHAIAKB_00029)
transport_| merC-NCBIFAM organomercurlal transporter MerC (NF033784.1) (GAHAIAKB_00036)
blaOXA-1_like-NCBIFAM OXA-1 family class D beta-lactamase (NFO00388.2) (GAHAIAKB_00027)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter Qack (NF000276.2) (GAHAIAKB_00015) blaTEM-NCBIFAM TEM family class A beta-lactamase (NFO00531.2) (GAHAIAKB_00043)
| ] MerA-TIGRFAMs TIGRFAMSs: mercury(1l) reductase (TIGR02053.1) (GAHAIAKB_00035)

ANT_2pp_la-NCBIFAM aminoglycoside nucleotidyltransferase ANT(2")-la (NFO00064.3) (GAHAIAKB_00011) Glycerol-3-phosphate regulon repressor (GAHAIAKB_00044)
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (GAHAIAKB_00016) ercuric transport proteln MerT GAHAIAKB 00038)
15110 family transposase 155075 (GAHAIAKB_00022) | | 13 family transposase ISEc36 (GAHAIAKB_00040)
blaOXA-2_like-NCBIFAM OXA-2 family class D beta-lactamase (NFO00267.2) (GAHAIAKB_00014) 156 family transposase 156100 (GAHAIAKB_30033)
I1S6 family transposase 156100 (GAHAIAKB_00018) | Ise famllytransposase 1526 (GAHAIAKB_00034)
| | | n3 family transposase ISPa38 (GAHAIAKB_00023)| | L l) 1S5 family transposase 1S903 (GAHAIAKB_00042)
Tyrosine recombinase XerC (GAHAIAKB_00010) 19 Tyr05|ne recomblnase XerC (GAHAIAKB_0O! 25 Tn37§nily transposase (GAHAIAKB_00045)
1S110 family transposase 154321R (GAHAIAKB_00009) 17 2021 156 family transposase 1526 (GAHAIAKB_00024) | ‘ 41 | | Serine recombinase PinR (GAHAIAKB_00046)

(N N N —
IMGPR _plasmid_2718217807_000003: 3,574-52,702 (+)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (BBDJIOON_00058)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporterTQacE (NF000276.2) (BBDJIOON_00051)
PRK13752.1-PRK PRK|PRK13752 1: Hg(I1)- responswe transcrlptlonal regulator (NFO10315.0) (BBDJIOON_00060)
AAC_6p_Ib-NCBIFAM AAC(6')-1b family amlnoglycomdeé -N-acetyltransferase (NF033074 0) (BBDJIOON_00047)
chloram_CatB-NCBIFAM type B chloramphenlcol O- acetyltransferase (NF000490 1) (BBDJIOON_00049)
Sul1-NCBIFAM sulfonamide- re5|stant dlhydropteroate synthase Sull (NF000294.1) (BBDJIOON_00052)
rifampin_ARR-NCBIFAM NAD(+ )--rlfamplnADP rlbosyltransferase(NF033144 15 (BBDJIOON_00050)
transport_| merC NCBtFKM organomercurlal transporter MerC (NF033784.1) (BBDJIOON_00057)
blaOXA-1_like-NCBIFAM OXA-1 family class D beta- Iactamase(NFOOOSSS 2) EBDJIOON _00048)
blaTEM-NCBIFAM TEM famlly 'class A beta-lactamase (NFO00531.2) (BBDJIOON_00064)
MerA-TIGRFAMSs TIGRFAMSs: mercury(ll) reductase (TIGR02053.1) (BBDJIOON_00056)
‘ Glycerol-3-phosphate regulon repressor (BBDJIOON_00065)
ercuric transport p‘rot‘efn MerT (BBDJIOCI@OOS%
| | 1S3 family transposase ISEc36 (BBDJIOON_00061)
156 family transposase 156100 (BBDJIOON_00054)
| | || 1S5 family transposase 1S903 (BBDJIOON_00063)
IS6 family transposase 1526 (BBDJIOON_00055) | |
Tyrosine recombinase XerC (BBDJIOON_00046) Tn3 famlly transposase (BBDJIOON_00066)
1S110 family transposase ISASZWBBDJIOON_OO(MS) 53 | Serine recombinase PinR (BBDJIOON_00067)

N — L [ B | _—
IMGPR _plasmid 2718217964 _000002:27,670-60,889 (+)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system perlplasmlc binding protein MerP (TIGR02052.1) (AFEMIJDC_00064)
PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (AFEMIJDC_00068)
PRK13752.1-PRK PRK|PRK13752.1: Hg(II) responswe transcriptional regulator (NFO10315.0) (AFEMIJDC_00062)
coreg_MerD-NCBIFAM mercury resistance co- regulator MerDTNF033783 1) (AFEMIJDC_00067)
transport_merC-NCBIFAM organomercurlal transporter MerC (NF033784.1) (AFEMIJDC_00065)
blaTEM-NCBIFAM TEM famlly class A beta-lactamase (NFO00531.2) (AFEMIJDC_00058)
MerA-TIGRFAMs TIGRFAMs: mercury(il) reductase (TIGR02053.1) (AFEMIJDC_00066)
‘ ‘ Glycerdl 3 phosphate regulon repressor (AFEMIJDC_00057)
Mercuric transport proteln MerT (AFEMIJDC _00063)
1S3 famlly transposzge ISEc36 AFEMIJDC_OOOél)
1110 family transposase 1S4321R (AFEMIJDC_00072) |IS5 family transposase IS903 (AFEMIJDC_00059)
Tn3 family transposase ISPa38 (AFEM|JDC_00071) | |
DNA-invertase h.n(AFEMUDC,ObO?O Tn3 family transposase (AFEMIJDC_00056)
| | Tes| | 11| | ] | Serine recombinase PinR (AFEMIJDC_00055)

L - . _—
IMGPR_plasmid_2847734164_000003: 26,865-56,998 (-)
MerP-TIGRFAMs TIGRFAMs: mercury re5|stance system periplasmic binding protein MerP (TIGR02052.1) (KGPFNHJO_00011)
PRK13747.1-PRK PRK|PRK13747.1: broad-: spectrum mercury transporter MerE (NFO10310.2) (KGPFNHJO_00007)
PRK13752.1-PRK PRK\PRK1375§1 Hg(11)- responswe transcriptional regulator (NF010315.0) (KGPFNHJO_00013)
coreg_MerD-NCBIFAM mercury resnstance co- regulator MerD (NF033783.1) (KGPFNHJO_00008)
transport_merC-NCBIFAM organomercurlal transporter MerC (NF033784.1) (KGPFNHJO_00010)
blaTEM-NCBIFAM TEM famlly class A beta-lactamase (NFO00531.2) (KGPFNHJO_00017)

MerA-TIGRFAMs TIGRFAMs: mercury(ll reductase TIGR02053.1) (KGPFNHJO_00009)

‘ ‘ Glycerol‘—é-phosphate regu|on repressor (KGPFNHJO_00018)

Mercuric transport protein MerT (KGPFNHJO 00012)
1S110 family transposase 1S4321R (KGPFNHJO_00003) ,l J
ISSfamllytransposase ISEc36 (KGPFNHJO_00014)

IS5 family transposase 15903 (KGPFNHJO_00016)

Tn3 family transposase ISPa38 (KGPFNHJO_00004) ‘
DNA-invertase hin (KGPFNHJO_00005) |Tn3 family transposase (KGPFNHJO_00019)
| | Tell | I || Serine recombinase PinR (KGPFNHJO_00020)

| e e D]
IMGPR _plasmid_2718217837_000003: 64-25,439 (+)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (MOHDINPN_00059)
ANT_3pp_AadA3-NCBIFAM ANT(3")-la family amlnoglyc05|de nucleotidyltransferase AadA3 NF03§127 1) (MOHDINPN_00047)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276 2) (MOHDINPN_00049)
PRK13747.1-PRK PRKIPRK13747 1: broad- -spectrum mercury transporter MerE (NFO10310.2) (MOHDINPN_00055)
ANT_2pp_la-NCBIFAM aminoglycoside nucleotldyltransferase ANT(Q”) la (NF0000613 MOHDINPN _00046)
Sul1-NCBIFAM sulfonamide-resistant dlhydropteroate synthase Sul1 (NFOOO294 1) (MOHDINPN_00050)
coreg_MerD- NCB'FAM mercury / resistance co- regulator MerD (NFO33783.1) (MOHDINPN_00056)
transport merC-NCBIFAM organomercurlal transporter MerC (NF033784.1) (MOHDINPN_00058)
blaOXA-2_like-NCBIFAM OXA-2 family class D beta-lactamase (NF000267 2) (MaHDINPN _00048)
MerA- TIGRFAMS TIGRFAMs mercury(ll) reductase (TIGR02053.1) (MOHDINPN_00057)
ISéfamllytransposase 156100 (| MOHDINPN' _00052)
Transposon Tn3 resolvase (MOHDINPN_dOO43) ‘ ‘ ‘ ‘ ‘
Beta-lactamase TEM (MOHDINPN_‘OOOA‘M Mercuric transport protein MerT (MOHDINPN_00060)

Tn3 family transposase Tn2(MOI‘-|DTI\TPN,‘OOO42) 54 pi ‘J
| | 45] | 51 |53]] 13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NF010315.0) (MOHDINPN_00061)
[ . L[ | B ]

IMGPR_plasmid_2811995315_000011:26,693-56,054 (+)-
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (AGBHCFOJ_00060)
ANT_3pp_AadA3-NCBIFAM ANT(3")-la famlly aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (AGBHCFOJ_00079)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (AGBHCFOJ_00078)
L macrolide_MphA-NCBIFAM Mph(A) family macrolide 2'-phosphotransferase (NFO00254.1) (AGBHCFOJ_00063)
blaPEN-Bcc-NCBIFAM PEN family class A beta- Iactamase Bcc-type (NFO00320.3) AGBH‘CﬁOJ 00071)
transport merC-NCBIFAM organomercurlal transporter MerC (NF033784.1) (AGBHCFOJ_00061)
L blaTEM-NCBIFAM TEM famlly class A beta-lactamase (NFO00531.2) (AGBHCFOJ_00058)
trim_DfrA12-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA12 (NFOO0053.2) (AGBHCFOJ_00080)  Glycerol- 3 phosphate reguBn repressor (AGBHCFOJ_00057)
putative chromate transport protein (AGBHCFOJ_00068)
15110 family transposase 15432 1R (AGBHCFOJ_00069)
151182 family transposase ISKpn6 (AGBHCFOJ_00070) 15110 family transposase 154321R (AGBHCFOJ_00055)
iS6 family transposase 156100 (AGBHCFOJ_00066)
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NFO00294.1) (AGBHCFOJ_00077) ‘ TSS family transposase 1S903 (AG HCFOJ _00059)
15110 family transposase 154321R (AGBHCFOJ00082) 156 family transposase 1526 ( A@ctoj | 00062)
Tyrosme recombmase XerC (AGBHCFOJ_00075) ranscrlptlonal regulator(AGBHCFOJ 00067 H} ‘
J 00064)

Tn3 famllytransposase 1SPsy42 (AGBHCFOJ_( ' 00074) Multldrug efflux pump Tap ( (AGBHC
Tyrosine recombinase XerC (AGBHCFOJ_00081) DrmD_00013 DrmD (AGBHCFOJ_00072)
| I L1176 | | 73 1 | |

Tn3 family transposase (AGBHCFOJ_00054)
65 | | 56 | Serine recombinase PinR (AGBHCFOJ_00053)

. [ —_— |} L
IMGPR _plasmid_2721755828_000003: 24,995-70,716 (-)
ANT _3pp_AadA3-NCBIFAM ANT(3")-l1a family aminoglycoside nucleotidyltransferase AadA3 (NFO33127.1) (KPLNMLEJ_00086)
penta_rpt_QnrB-NCBIFAM QnrB family quinolone resistance pentapeptide re&e'at protein (NFO00420.1) (KPLNMLEJ_00080)
AAC_6p_Ib-NCBIFAM AAC(6')-Ib family aminoglycoside 6'-N-acetyltransferase (NFO33074.0) (KPLNMLEJ_00085)
ANT_pr_Ia-NCBIFAM aminoglyccgde‘ nucleotidyltransferase ANT(2")-la (NFOO0064.3) (KPLNMLEJ_00090)
blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bee-type (NFO00320.3) (kPLNMLEJ_dOO73)
blaTEM-NCBIFAM TEM family class A beta-lactamase (NFO00531.2) (KPLNMLEJ_00075)
 [bla_class_D_alt-NCBIFAM class D beta-lactamase (NF000270.1) (KPLNMLEJ_00087)
Methyl- acceptlng chemotaXIs proteln McpQ (KPLNMLEJ_00077)
Glycerol-3- phosphate regulon repressor KPLNMLEJ _00076)
151182 family transposase ISKpné (KPLNMLEJ 00072) |
151380 famlly transposase ISEcpl (KPLNMLEJ_00078
l LSé famllytransposase 1526 KPLNMLEJ _00082)
156 family transposase 1526 (KPLNMLEJ_00074) | Transposon Tn3'resolvase (KPLNMLEJ_00088)
‘Transp‘oson n3 resolvase (KP‘LNMLF:TJ_OOOSA)

Tn3 family transposase Tn3 (KPLNMLEJ_00069) Aerotaxis receptor (KPLNMLEJ_00081) L |
Tn3 family transposase (KPLNMLEJ_00070) Beta-lactamase TEM (KPLNMLEJ_00089)
68 Serine recombinase PinR (KPLNMLEJ_00071) 79 83| | | | |'T |9
_—— _— - I — -

IMGPR_plasmid_2791355146_000002:41,614-78,461 (+)
ANT_3pp_AadA3-NCBIFAM ANT(3")-1a family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (HLGGLMDN_00021)
penta_rpt_QnrB-NCBIFAM QnrB family quinolone resistance pentapeptlde repe;t protein (NFO00420.1) (HLGGLMDN_00015)
AAC_6p_lb-NCBIFAM AAC(6')-Ib family am|nog|ycos|de6 -N- acetyltransferase(NFO33074 0) (HLGGLMDN_00020)
ANT_2pp_la- NCBIFAM ammoglycomde nucleotldyltransferase ANT(2")-la (NFO00064.3) (HLGGLMDN_00025)
blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bee-type (NFOO0320. 3) (HLGGLMDN_OOOOS
blaTEM-NCBIFAM TEM family class A beta-lactamase (NFO00531.2) (HLGGLMDN_00010)
“bla _class_D_alt-| NCBIFAM class D beta- tactamase NF000270.1) (HLGGLMDN_00022)
Methyl-accepting chemotaxis protein McpQ (HLGGLMDN 00012
GcheroI-S-phosphate regulon repr?sZor (HLGGLMDN_OOOM)
151182 family transposase ISKpné (HLGGLMDN_00007)
ISlBSOfamﬂytransposaseISEcpl HLGGLMDN 0001 )
| [S6 family transposase ISZé(HLGGLMDN 00017)
IS6 family transposase 1526 (HLGGLMDN_00009) Transposon Tn3 resolvase (HLGGLMDN_00023)
Transposon Tn3 resolvase (HLGGLMDN_OOOf?)
Tn3 family transposase Tn3 (HLGGLMDN_00004, Aerotaxis receptor (HLGGLMDN_ boow)é |
Tn3 family transposase (HLGGLMDI\‘LOOO‘OS) Beta-lactamase TEM (HLGGLMDN_00024)
3 Serine recombinase PinR (HLGGLMDN_00006) T |18 | [T | 26

14

IMGPR_plasmid_2788500178_000003: 54—32,1%&)
penta_rpt_QnrB-NCBIFAM QnrB family quinolone resistance pentapeptide repeat protein (NFO00420.1) (FMEHOMJL_00039)
ANT,2pp,Ia-NEEIFAM aminoglycoside nucleotidyltransferase ANT(2")-1a (NFO00064.3) (FMEHOMJL_00029)
chloram_CatA-NCBIFAM type A chloramphenicol O-acetyltransferase (NFO00491.1) (FMEHOMJL,OOY)]Z)
blaTEM-NCBIFAM TEM family class A beta-lactamase (NFO00531.2) (FMEHOMJL_00034)
Methyl- acceptlng chemotaxis proteln Mch (FMEHOMJL 00036)
Glycerol -3- phosphate regulon repressor(FMEHOMJL 00035)
151380 family transposase ISEcp1 (FMEHOMJL_00037)
Tn3 family transposase Tn2 (FMEHOMJL,OOO45
156 family transposase 1526 (FMEHOMJL_00044)
1S6 family transposase 1S26 (FMEHOMJL_00041,
| 1S6 family transposase 1526 (FMEHOMJL_00033)
Serine recombinase PlnR FMEHOMJL 00046)
Aerotaxis receptor(FMEHOMJL 00040)
Tn3 family transposase Tn3 (FMEHOMJ L_00048)l [Transposon Tn3 resolvase (FMEHOMJL_00031)
Tn3 family transposase (FMEHOMJL_00047) Beta-lactamase TEM (FMEHOMJL_00030)

49 | | | [43] | | | [s2| T |28

38

IMGPR _plasmid 2636415562 _000003: 13,409-46,943 (-)
ANT_3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (KLECIEHP_00061)
AAC_6p_lb-NCBIFAM AAC(6')-Ib family aminoglycoside 6'-!\T—acetyltransferase (NF033074.0) (KLECIEHP_00062)
ANT_2pp_la-NCBIFAM amlnoglyctgde‘ nucleotldyltransferase ANT(2")-1a (NFO00064.3) (KLECIEHP_00057)
blaPEN-Bcc-NCBIFAM PEN family class A beta- Iactamase Bcc- type(NFOOOS?Of’: KLECIEHP. 00069)
bla class D_alt-NCBIFAM class D beta-lactamase (NF000270 1) (KLECIEHP_00060)
151182 family transposase I1SKpné (KLECIEHP_ 00068
1S6 famlly transposase 1S26 (KLECIEH ' 00065)
ISéfamlIytransposase 1526 ( KLECIEHP 00072 TransposonTné resolvase(KL CIEHP_00059)
ISofamllytransposase 1526 (| KLECIEHP 00070)4 ‘
Serine | recomblnase PlnR(KL CIEHP_00067
Tn3 family transposase (KLECIEHP_00066)
Tn3 family transposase Tn3 (KLECIEHP_00074)  Transposon Tn3 resolvase (KLECIEHP_00063)
Tn3 family transposase (KLECIEHP_00073) 4 Befa-lactamase TEM (KLECIEHP_00058)
75  Aerotaxis receptor (KLECIEHP_00071) 6| | | | |T |56

. — -

IMGPR_plasmid_2791354791_000005: 27,886-59,457 (-)

penta_rpt_QnrB-NCBIFAM QnrB family quinolone resistance pentapeptide repeat protein (NFO00420.1) (DFNGCHND_00011)

ANT_2pp_la-NCBIFAM aminoglycoside nucleotidyltransferase ANT(2")-la (NFO00064.3) (DFNGCHND_00023)

blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bce-type (NFO00320.3) (DENGCHND_00014)

blaTEM-NCBIFAM TEM family class A b‘eta-lactarha?e (NF000531.2) (DFNGCHND_00006)

GcheroI-3-phosphate?e§ulon repressor (DFNGCHND 00007)

‘ 151182 famlly transposase ISKpné (DFNGCHND_00015)
151380 famllytransposase ISEcpl (DFNGCHN D_00010)
Pentapeptide repeat proteln DFNGCHND _00008) ‘ 1S6 family transposase 1S26 (DFNGCHND_00019)
1S6 family transposase I526 (DENGCHND_00013)
156 family transposase 1526 (DFNGCHND_00005) | | Transposon Tn3 resolvase (DFNGCHND_00021)
‘ Serlne recomblnase PinR (DFNGCHND _( 00016) ‘
Tn3 family transposase n3(DFNG HND 00004) Tn3 famlly transposase Tn3 (DFN CHND 00018)

Aerotaxis receptor DFNGC ND. 00012 Beta-| IactamaseTEM DFNGCHND,OOO22)
‘ T ‘ Tn3 fam||ytransposase DFNGCHND_00017) | ‘
3 | | Joo| | |24

L] - _— -
IMGPR _plasmid_2788500176_000003: 54-28,460 (+)
trim_DfrA1_like-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA (NFO00330.1) (MKOEAJDG_00090)
AAC_6p_lb-NCBIFAM AAC(6')-Ib family aminoglycoside 6'-N-acetyltransferase (NFO33074.0) (MKOEAJDG_00068)
APH_3pp_lb-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-1b (NF032895.1) (MKOEAJDG_00089)
AAC_3_II-NCBIFAM AAC(3)-1l family aminoglycoside N-acetyltransferase (NFO33080.0) (MKOEAJDG_00070) T ‘
‘ APH_6-NCBIFAM APH(6)-I family aminoglycoside O-phosphotransferase (NF012171.0) (MKOEAJDG_00092)
chloram_CatB-NCBIFAM type B chloramphenicol O-acetyltransferase (NFO00490.1) (MKOEAJDG_00066) ‘
Sul2-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (MKOEAJDG_00088)
blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bec-type (NFO00320.3) (MKOEAJDG_00077)
blaOXA-1_like-NCBIFAM OXA-1 family class D beta- Iactamase NF000388.2) (MKOEAJDG _00067) ‘
SHV-NCBIFAM SHVfamlIy class A beta- Iactamase (NFO00285.3) (MKOEAJDG_00085)
T SHV NCBIFAM SHV family class A beta-lactamase (NF000285.3) (MKOEAJDG_00082)
1S3 famlly ransposase ISKpnll(MKOEAJDG 00072)
Tunlcamycm resistance’ proteln (MKOEAJDG 00071)
| | T151380 family transposase ISEcp1 (MKOEAJDG_00079)
1S3 family transposase I$Kpn11 (MKOEAJDG_00073)
| | | || | Tn3family transposase Tn2 (MKOEAJDG_ 00080
IS6 family transposase 1526 (MKOEAJDG_00074)] Aminoglycoside 3'-phosphotransferase (MKOEAJDG_00091)

1S6 family transposase 1526 (MKOEAJDG_00069) t 153 family transposase ISEhe3 (MKOEAJDG_00087)
Tn3fami|ytransposaseTnAsl(MkOEAJD(Tj)0064) ‘ ‘ ‘ IS3fam|Iytransposase |SEhe3(MKOEAJDG 00033)
IS3famintransposaseISEhe3(MKOEAJDG_OOOS8j Tn?familytransposaseTn2(MKOEAJDG 00075) ‘ ‘ ‘
Tn3 family transposase (MKOEAJDG_00063) | | i Transposon Tn3 resolvase (MKOEAJDG_00081)
57 | 59156 family transposase 1526 (MKOEAJDG_00065) | 76|78| [T | |s486 | | 93 94

L 1 1
IMGPR _plasmid_2841336743_000002: 37,881-75,353 (+)
F——10000 Nt ——
defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)




