Protein UmuC (NOIMKIMF_00074)
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62 6365 66 67 68 69 7071773 Protein UmuD (NOIMKIMF_00075)

IMGPR_plasmid_3300053491_044037:50,819-59,717 (+)
12

IMGPR_plasmid_3300053491_040205: 4,204-13,123 (+)
27 29  DpdC_00006 DpdC (GFPJDCGB_00030)
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—
IMGPR_plasmid_3300053491_042721:12,781-21,696 (+)
67

A0 P

—
IMGPR_plasmid_3300053491_042042:51,566-60,459 (+)
11

AT

—
IMGPR _plasmid_3300053491_040202: 3,606-10,707 (+)
2120 15

HEEHD-COGTD0D

—
IMGPR_plasmid_3300053491_ 038749:8,252-15,586 (-)
26
27125 23 DpdC_00008 DpdC (GPFPBOPE_00021)
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_—
IMGPR plasmid_2870242069_000002: 14,860-23,704 ()
70 68 64 Protein UmuC (ANHAHAOP_00063)
—
IMGPR_plasmid_3300053491_040206: 50,457-59.,373 (-
60 61 62
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—
IMGPR_plasmid_3300053491_041436:40,797-47,630 (+)
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—
IMGPR plasmid 2907911490 000004: 50,578-57,408 ()
59 61
CIAD-AE—Lh
IMGPR _plasmid_2639762837_000006: 42,223-48,575 (+)
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_—
IMGPR_plasmid_2660238642_000008: 12,055-19,339 (-)
33
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—
IMGPR_plasmid_3300053491 035558: 18,145-25,427 (+)
42 43

OEKAD-AEEHHTDD

IMGPR_plasmid_2554235197_000008: 22,079-29,980 (+)
2120 18
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—
IMGPR_plasmid_2711768187_000007: 10,129-18,029 (-)

putative endoribonuclease MazF (CBLEGLFI_00043)
DNA-invertase hin (CBLEGLFI_00044)
TiS 46 Tn3 family transposase 1S1071 (CBLEGLFI_00047)

IMGPR_plasmid_2541047902_000001: 22,159-32,909 (+)
putative endoribonuclease MazF (GBMDGMAE_00026)
DNA-invertase hin (GBMDGMAE_00025)
"] 24 23 Tn3family transposase 1S1071 (GBMDGMAE_00022)

IMGPR plasmid_2576861629 000002: 13,065-23,815 (-)
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IMGPR _plasmid_3300053491 032742:64,370-71,505 (+)
DNA polymerase IV (EODOBCPJ_00035)
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—
IMGPR_plasmid_3300053491 044035:11,950-22,169 (+)
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—
IMGPR _plasmid_3300053491_045266:28,198-34,832 (-)
Tyrosine recombinase XerD (CEPBOPPP_00023)
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—
IMGPR_plasmid_3300053491 039532:8,233-16,314 (-)
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—
IMGPR_plasmid_3300053491_038754: 6,433-16,339 (-)
45 49  3'-5'exonuclease DinG (GGGIKBNL_00051)

—
IMGPR _plasmid_2684622772_000011: 23,237-32,096 (+)
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—
IMGPR _plasmid_3300015186_000021:45,293-54,204 (+)
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IMGPR plasmid_2802429663 000006: 23,226-34,226 (+)
27 24 23

IMGPR _plasmid_2872077820_000002: 16,684-23,235 (-)
PEP-dependent dihydroxyacetone kinase, dihydroxyacetone-binding subunit DhaK (FOCIMIKJ_00064)
PTS-dependent dihydroxyacetone kinase, dihydroxyacetone-binding subunit DhaK (FOCIMIKJ_00059)
PEP-dependent dihydroxyacetone kinase, ADP-binding subunit DhaL (FOCIMIKJ_00060)
PEP- dependentd.hydroxyEc?tone kinase, ADP-binding subunit Dhal (FOCIMIKJ_00063)
Enoyl-[acyl-carrier- protem] reductase[NADH] (FOCIMIKJ 00061)

HTH-type transcriptional regulator GltC(FOCI IRJ_ 0058) ‘ 1S110 family transposase 151618 (FOCIMIKJ_00071)
Peptidyl-prolyl cis-trans isomerase C (FOCI M KJ 00056) ‘ 15110 fam‘ilytransposase 151618 (FOCIMIKJ_00066)
Ketol-acid reductoisomerase (NADP(+)) (FOCIMIKJ 00057)‘ ‘ Ferrous-iron efflux pump FieF (FOCIMIKJ_00068) Antitoxin Peml (FOCIMIKJ_00078)
Phosphocarrler protein HPr (FOCIMIKJ 00062) Tn3 family transposase TnEc1 (FOCIM'KJ_OOO70)
50 51 52 535455 | [T | 65 | 67 | 69 MazEF_MazF (FOCIMIKJ_00077)
— -

IMGPR _plasmid_2872087417_000003: 27,144-58,698 (+)
PEP-dependent dihydroxyacetone kinase, dihydroxyacetone-binding subunit DhaK (DODIFPBF_00076)
PTS-dependent dihydroxyacetone kinase, dihydroxyacetone-binding subunit DhaK (DODIFPBF_00071)
PEP-dependent dihydroxyacetone kinase, ADP-binding subunit DhaL (DODIFPBF_00072)
PEP-dependent dihydroxyacetone kinase, ADP-binding subunit Dhal. (DODIFPBF_00075)
Enoyl-[acyl-carrier- ﬁrotelh] reductase [NADH] (DODIFPBF_00073)
Peptidyl-prolyl cis- tran5|someraseC(DODIFPBF 00068 ‘
HTH-type transcrlptlonal regulator GltC (DODIFPBF_00070)
Ketol-acid reductoisomerase (NADP(+)) (DODIFPBF_00069) |
Phos‘phoca‘rrler prrtein_lF PT (DO ‘ IFPBF_00074)
77

62 63 64 6566 67

IMGPR_plasmid_3300053491_050527: 40,786-63,330 (+)
45 46 47 484950 51
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— -
IMGPR _plasmid_2906547755_000001:22,241-36,611 (+)
27 26 25 24
DO EEEEEEEHEHDEIC 13
IMGPR _plasmid_2751185943 000007: 18,979-31,652 (-)
[ 10000 nt i
defence (DefenseFinder) defence (PADLOC)




