cmlA_floR-NCBIFAM CmlA/FloR family chloramphenicol efflux MFS transporter (NFO33134.0) (LDDEBICD_00003)
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1 cmlA_floR-NCBIFAM CmlA/FloR family chloramphenicol efflux MFS transporter (NFO33134.0) (NMHKANLK_00002)

G KK = )

I
IMGPR _plasmid_3300025299 000313: 701-10,493 (+)
RND-peri-MexE-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexE (NFO45904.1) (EJPCNIDE_00005)
cmlA_floR-NCBIFAM CmIA/FloR family chloramphenicol efflux MFS transporter (NFO33134.0) (EJPCNIDE_00015)
RND_perm_OgxB-NCBIFAM multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (EJPCNIDE_00006)
L-arabinose transport system permease protein AraH (EJPCNIDE_00008)
ABC transporter periplasmic-binding protein YtfQ (EJPCNIDE_00011)
Ribose import perméase protein RbsC (EJPCNIDE_00009)
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