
IMGPR_plasmid_2609459711_000013: 592-10,722 (+)

2-hydroxy-1,4-benzoquinone reductase (LDDEBICD_00001)
2

cmlA_floR-NCBIFAM CmlA/FloR family chloramphenicol efflux MFS transporter (NF033134.0) (LDDEBICD_00003)

4 5 6 7 Low affinity potassium transport system protein kup (LDDEBICD_00008)

IMGPR_plasmid_2643221668_000017: 2,432-12,567 (+)

5 cmlA_floR-NCBIFAM CmlA/FloR family chloramphenicol efflux MFS transporter (NF033134.0) (KHMCBKPG_00006)

IMGPR_plasmid_3300025299_000313: 701-10,493 (+)

1 cmlA_floR-NCBIFAM CmlA/FloR family chloramphenicol efflux MFS transporter (NF033134.0) (NMHKANLK_00002)

IMGPR_plasmid_2681812997_000017: 185-23,464 (+)

HTH-type transcriptional regulator YhaJ (EJPCNIDE_00001)
2 3 4

RND-peri-MexE-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexE (NF045904.1) (EJPCNIDE_00005)

RND_perm_OqxB-NCBIFAM multidrug efflux RND transporter permease subunit OqxB (NF000037.1) (EJPCNIDE_00006)

7

L-arabinose transport system permease protein AraH (EJPCNIDE_00008)

Ribose import permease protein RbsC (EJPCNIDE_00009)

Ribose import ATP-binding protein RbsA (EJPCNIDE_00010)

ABC transporter periplasmic-binding protein YtfQ (EJPCNIDE_00011)

BopD (VF0362) (EJPCNIDE_00012)
13

cmlA_floR-NCBIFAM CmlA/FloR family chloramphenicol efflux MFS transporter (NF033134.0) (EJPCNIDE_00015)

9000 nt

virulence (VFDB) AMR (AMRFinderPlus)


