HTH-type transcriptional regulator DmIR (I0JAJCOL_00080) Hca operon transcriptional activator HcaR (IOJAJCOL_00088)

PDC-M45C,WP,21198296041 (I0JAJCOL_00082) CDP-diacylglycerol--glycerol-3- phosphate 3-phosphatidyltransferase (IOJAJCOL_00093)
1S5 family transposase 1SPa26 (I0JAJCOL_00083) Dye- decolorlzmg peroxidase YfeX (I0JAJCOL 00090) RcsAB (VF0571) (I0JAJCOL_00095)
UVrABC system protein B (IOJAJCOL_00081) Formaldehyde dismutase (IOJAJCOL_00086) UVrABC system protein C (IOJAJCOL_00094)
77 7879 | \ 84 85 87 | 89 91 tRNA-Gly(gcc) | 95

IMGPR _plasmid_3300045790_000082: 70,56078_9.976 (+)
Hca operon transcriptional activator HcaR (JCLEMADN_00006)
PDC-M45C_WP_211982960.1 (JCLEMADN_00012)
1S5 family transgégase ISPa26 (JCLEMADN_00011)  Dye-decolorizing peroxidase YfeX (JCLEMADN_00004)
Formaldehyde dismutase (JCLEMADN_00008) CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase (JCLEMADN_00001)
9 8 6 \ 4 2 B

IMGPR_plasmid_3300046449_000100: 46- 16,7@(—)
Hca operon transcriptional activator HcaR (GFHGOIJH_00040)
PDC-M45C_WP_211982960.1 (GFHGOIJH_00035) Dye-decolorizing peroxidase YfeX (GFHGOIJH_00042)
Formaldehyde dismutase (GFHGOIJH_00038)
36 37 39 | 41 43 Lon protease (GFHGOIJH_00047)

X i l

\MGPR,p\asm'\d,BSOOOOélSS,OOOOSl:5,693—47,162 (+)
CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase (HPECGBOK_00048)
Glycine cleavage system transcriptional activator (HPECGBOK_00058)
Low-affinity inorganic phosphate transporter 1 (HPECGBOK_00054)
Hca operon transcriptional activator HcaR (HPECGBOK_00043) Disulfide-bond oxidoreductase YghU (HPECGBOK _ OOO 5)
Dye-decolorizing peroxidase YfeX (HPECGBOK_00045) RcsAB (VF0571) (HPECGBOK_00050)
Formaldehyde dismutase (HPECGBOK_00041) UVrABC system protein C (HPECGBOK_00049) GABA permease (HPECGBOK_ 00057)
39 40 42 | 44 46 | | 50 5152 | 55

X HCX

Free methionine-R-sulfoxide reductase (ONAEIGBF_00004)
Hca operon transcriptional activator HcaR (ONAEIGBF_00012)
1S5 family transposase ISPa26 (ONAEIGBF_00017) Dye-decolorizing peroxidase YfeX (ONAEIGBF_00010)
Formaldehyde dismutase (ONAEIGBF_OOO 14) Stringent starvation protein A (ONAEIGBF_00005)
14 13 11| 9 7 6 | 3 2 1

—_—
IMGPR_plasmid_2791355595_000007: 34,430-58,655 (+)

IMGPR_plasmid_3300026907_000075: 333-21,237 (-)
Hca operon transcriptional activator HcaR (NEDHCDBL_00021)
1S5 family transposase ISPa26 (NEDHCDBL_00016)  Dye-decolorizing peroxidase YfeX (NEDHCDBL_00023)
Formaldehyde dismutase (NEDHCDBL,OOO].?) Sporulation initiation inhibitor protein Soj (NEDHCDBL_00029)
17 18 20 \ 22 24 25 26 27 29 30

IMGPR plasmid_3300013856_000021: 12,389-34,177 (+)
37
_—
IMGPR_plasmid_3300034523 000090: 31,644-37,550 (+)

PDC-M45C_WP_211982960.1 (JPOFCPNF_00004)
[ 1| 3 2 Formaldehyde dismutase (JPOFCPNF_00001)

OacHD-TTT - D

L]
IMGPR _plasmid_3300011382 000014:51-8,418 (-)
PDC-M45C_WP_211982960.1 (MJJFDLGJ_00016) Formaldehyde dismutase (MJJFDLGJ_00010)

formaldehyde dismutase (MJJFDLGJ_00013) Dye-decolorizing peroxidase YfeX (MJJFDLGJ_00007)
DrmD_00013 DrmD (MJJFDLGJ_00011) CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase (MJJFDLGJ_00002)
12 11 9 \ 6 5 \ 3 UvrABC system protein C (MJJFDLGJ_00001)

IMGPR_plasmid_3300008740_000009: 745*21,2-80 ()
RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (BNBKNOPF_00057)
Peptide methionine sulfoxide reductase MsrB (BNBKNOPF_00049)
th‘R'szpFZ--CARF,AAA,HTH,M K_CARF_00012586 (BNBKNOPF_00055)
Hydroperoxy fatty acid reductase épxl (BNBKNOPF_00048)
‘ Thiopurine S-methyltransferase (BNBKNOPF_00054)

Hca operon transcriptional activator HcaR (BNBKNOPF_00040) Michele_2B_hits_grouped (BNBKNOPF_00050)
Formaldehyde dismutase (BNBKNOﬁF_OOO39) Protease HtpX (BNBKNOPF_00052)

38 | 41 42 43 44 45 ‘ ‘ | 49 51 SenX3 (VF0857) (BNBKNOPF_00056)

IMGPR_plasmid_3300034684_000025: 32 515-57,269 (+)

} 9000 nt {

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) tRNA
I




