
IMGPR_plasmid_3300029730_000036: 1,098-10,101 (+)

1
AbiLi-1 AbiLi (IFKJJHLI_00002)

AbiLii-1 AbiLii (IFKJJHLI_00003)

Peptidyl-lysine N-acetyltransferase YjaB (IFKJJHLI_00004)

5 6 7 8 9

IMGPR_plasmid_3300029389_000089: 194-5,364 (+)

Peptidyl-lysine N-acetyltransferase YjaB (NKKLJONL_00001)

IMGPR_plasmid_3300007138_000015: 506-7,492 (+)

Tyrosine recombinase XerC (AKOAJFII_00001)
2

IMGPR_plasmid_3300005460_000048: 17,337-24,323 (-)

24
Tyrosine recombinase XerC (KCDJIAIK_00025)

IMGPR_plasmid_3300029323_000050: 315-7,841 (+)

1 2

IMGPR_plasmid_3300029782_000091: 16,511-25,144 (-)

232425

Pyruvate, phosphate dikinase (DNPOGODG_00026)
Pyruvate, phosphate dikinase (DNPOGODG_00027)

IMGPR_plasmid_3300006131_000004: 843-7,261 (+)

2 3 5

IMGPR_plasmid_3300023491_000073: 1,523-13,593 (+)

1

Ribosomal large subunit pseudouridine synthase D (EBGAOECB_00002)
23S rRNA (uracil-C(5))-methyltransferase RlmCD (EBGAOECB_00003)

Pyruvate, phosphate dikinase (EBGAOECB_00004) 6

IMGPR_plasmid_3300039365_000027: 8,016-20,226 (-)

Pyruvate, phosphate dikinase (KIHIIAKJ_00016)
23S rRNA (uracil-C(5))-methyltransferase RlmCD (KIHIIAKJ_00017)
Ribosomal large subunit pseudouridine synthase D (KIHIIAKJ_00018)

19

IMGPR_plasmid_3300029208_000116: 536-7,253 (+)

1 2

IMGPR_plasmid_3300029788_000116: 10,662-17,296 (-)

1819

IMGPR_plasmid_3300029188_000085: 171-9,930 (+)

Pyruvate, phosphate dikinase (IBGENIOA_00001)
2 3

IMGPR_plasmid_3300029018_000033: 38-7,298 (+)

Pyruvate, phosphate dikinase (PIICNDJF_00001)

IMGPR_plasmid_3300007714_000047: 68-11,757 (+)

23S rRNA (uracil-C(5))-methyltransferase RlmCD (GFOOBAND_00001)
Pyruvate, phosphate dikinase (GFOOBAND_00002)

3 4

IMGPR_plasmid_3300029077_000058: 18,777-31,019 (-)

27
Pyruvate, phosphate dikinase (NHDNOACO_00028)

23S rRNA (uracil-C(5))-methyltransferase RlmCD (NHDNOACO_00029)
Ribosomal large subunit pseudouridine synthase D (NHDNOACO_00030)

IMGPR_plasmid_3300029100_000053: 18-9,612 (+)

Pyruvate, phosphate dikinase (OOEJMIBG_00001)
2

IMGPR_plasmid_3300039318_000050: 39-9,565 (+)

Pyruvate, phosphate dikinase (LALGDLIP_00001)
2 3

IMGPR_plasmid_3300014525_000040: 18,797-27,687 (-)

28
Pyruvate, phosphate dikinase (DBJHGDJG_00029)

IMGPR_plasmid_3300030381_000106: 4,139-13,875 (+)

4 7 8 12 13

IMGPR_plasmid_3300029815_000075: 4,540-16,376 (-)

910Pyruvate, phosphate dikinase (EFPKNNND_00015)

IMGPR_plasmid_3300029366_000015: 48,957-60,193 (-)

58
UG3 (HJEFFOOJ_00059)

UG8 (HJEFFOOJ_00060)

IMGPR_plasmid_3300008096_000098: 3,492-18,125 (+)

UG8 (LAOLDHEH_00008) UG3 (LAOLDHEH_00009)

IMGPR_plasmid_3300008551_000079: 2,696-19,942 (-)

89Protein translocase subunit SecA (IMFGPEIF_00010)
Cardiolipin synthase (IMFGPEIF_00011)

IMGPR_plasmid_2898047279_000002: 3,479-21,752 (+)

9 10

Lamassu-Fam__LmuA_effector_Protease (IIFEIBKK_00011)
Avs_I__Avs1A (IIFEIBKK_00012)

13 HEC-06_WP_099323492.1 (IIFEIBKK_00014)

IMGPR_plasmid_3300029323_000076: 2,686-20,959 (-)

HEC-06_WP_099323492.1 (NMJCKHFG_00008)9
Avs_I__Avs1A (NMJCKHFG_00010)

Lamassu-Fam__LmuA_effector_Protease (NMJCKHFG_00011)

1213

IMGPR_plasmid_2898063958_000007: 918-15,387 (-)

HEC-06_WP_099323492.1 (ALIIAPEP_00007)8910

IMGPR_plasmid_3300008620_000075: 5,679-20,200 (-)

GajA_00012 AAA (MAAOFKED_00011)12GajB_00025 UrvD (MAAOFKED_00013)16

IMGPR_plasmid_3300029052_000060: 280-11,824 (-)

AAA_15 (FIJHOABI_00005)
GajA_00012 AAA (FIJHOABI_00006)

GajB_00025 UrvD (FIJHOABI_00007)

IMGPR_plasmid_3300000294_000017: 6,838-13,717 (-)

91015

IMGPR_plasmid_3300029493_000070: 349-13,378 (+)

3 4 7
JukAB__JukA (INBHLKNK_00008)

9 10 11

IMGPR_plasmid_3300029361_000045: 6,462-13,483 (+)

10 14 16

IMGPR_plasmid_3300028964_000042: 2,969-8,900 (+)

5

IMGPR_plasmid_3300029603_000073: 677-13,291 (+)

6 8
HEase_00017 homing (FAJGGKHE_00009)

10 12 13 14

IMGPR_plasmid_7000000521_000010: 14,115-23,701 (-)

GajA_00012 AAA (MNACENIG_00022)GajB_00025 UrvD (MNACENIG_00023)

IMGPR_plasmid_3300008520_000055: 128-9,716 (+)

GajB_00025 UrvD (KFLFDFCJ_00003) 4 GajA_00012 AAA (KFLFDFCJ_00005)

IMGPR_plasmid_3300029770_000069: 2,984-12,593 (+)

GajB_00025 UrvD (MNLPDEAI_00006) 7
GajA_00004 AAA (MNLPDEAI_00008)

AAA_15 (MNLPDEAI_00009)

IMGPR_plasmid_3300029873_000060: 3,441-11,587 (+)

7

IMGPR_plasmid_2574180020_000006: 11,171-20,629 (-)

1819

IMGPR_plasmid_3300029848_000066: 2,975-10,757 (+)

PDC-S46_WP_094381220.1 (FKPMILOK_00005) 6

IMGPR_plasmid_3300014749_000046: 14,462-22,207 (-)

20PDC-S46_WP_094381220.1 (PNBMHLPJ_00021)

IMGPR_plasmid_3300029885_000046: 310-10,424 (+)

PDC-S46_WP_094381220.1 (NHPIADHI_00006) 7

IMGPR_plasmid_3300029772_000055: 51,884-70,547 (-)

60
RecBCD enzyme subunit RecD (OAOKAPCA_00061)

6263
ATP-dependent zinc metalloprotease FtsH (OAOKAPCA_00064)

656667

IMGPR_plasmid_7000000370_000031: 2,956-18,659 (+)

5
ATP-dependent zinc metalloprotease FtsH (EPPIKJBB_00006)

7 8
RecBCD enzyme subunit RecD (EPPIKJBB_00009)

10

IMGPR_plasmid_3300029026_000057: 1,450-12,858 (-)

8

IMGPR_plasmid_7000000587_000018: 310-7,840 (+)

1 2 7

IMGPR_plasmid_7000000187_000020: 10,700-21,595 (-)

16recD_IV-D_1 (BGMIPCOD_00020)21

IMGPR_plasmid_3300039344_000093: 2,055-10,061 (+)

6

IMGPR_plasmid_3300014799_000084: 8,472-16,564 (+)

8

IMGPR_plasmid_3300023480_000012: 52,462-64,017 (-)

585960626364

IMGPR_plasmid_3300023505_000030: 665-11,109 (+)

1
IS4 family transposase ISCARN70 (CCKDDACL_00002)

3 4 5

7000 nt

defence (DefenseFinder) defence (PADLOC)


