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IMGPR_plasmid_3300014749_000046: 117-7,208 (+)
retron_type_VI_hth_cluster2_1 (GBOHKOGJ_00001)

WGPR?pIasmid,33000293077000129: 152-6,110 (+)
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IMGPR_plasmid_7000000370_000031: 25,918-32,130 (-)
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IMGPR_plasmid_3300029361_000045: 20,788-27,127 (-)

N
w

IMGPR_plasmid_3300029390_000050: 16,182-22,975 (-)

Lamassu-Fam__LmuB_SMC_Cap4_nuclease_|l (HEAHDBAC_00002)
PDC-M40B_WP_060720692.1 (HEAHDBAC_00001)
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IMGPR_plasmid_3300029387_000059: 263-10,103 (+)
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IMGPR_plasmid_3300010163_000256: 346-7,065 (+)
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IMGPR_plasmid_3300029603_000073: 16,321-23,655 (-)
1 2

IMGPR _plasmid_3300029782_000091:448-7,704 (+)
1 2 3

IMGPR_plasmid_3300005460_000048: 476-8,503 (+)
ATP-dependent RecD-like DNA helicase (IKKMFCGL_00022)
23 21

IMGPR_plasmid_3300029578_000051: 12,596-21,196 (-)
PDC-M15A WP_018278665.1 (FKPMILOK_00027)
PDC-M15B_WP_231555654.1 (FKPMILOK_00026)

28 | 25

IMGPR_plasmid_3300029848_000066: 18,038-26,498 (-)
12 3

IMGPR_plasmid_7000000521_000010: 52-6,835 (+)

Hydrogen peroxide-inducible genes activator (JGGAMFED_00029)
28 27 26
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IMGPR _plasmid_3300014799_000084: 20,970-29,364 (-)
1S66 family transposase ISBthe6 (NFPPCDJE_00026)
28 27 25 20
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IMGPR_plasmid_3300029873_000060: 18,361-27,135 (-)
30 29

IMGPR_plasmid_3300029770_000069: 21,790-27,939 (-)
2928 27 26 25 24 23

IMGPR_plasmid_3300007138_000015: 16,326-25,120 (-)
28 27 26 25 24

IMGPR_plasmid_3300028964_000042:16,167-23,801 (-)
1S4 family transposase I1SBf8 (DHKBONCM_00028)
2726 25
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IMGPR_plasmid_3300029323_000050: 16,670-28,208 (-)
28 27
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Tyrosine recombinase XerC (HMAJGKLK_00023)

IMGPR_plasmid_7000000431_000025: 15,548-31,840 (-)
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IMGPR _plasmid_3300029077_000058: 220-10,331 (+)
DNA mismatch repair protein MutS (OOEJMIBG_00027)
28 26 25 24 23

IMGPR _plasmid_3300029100_000053: 18,058-28,169 (-)
DNA mismatch repair EFrotein MutS (EBPBDNON_00003)
anti-RM (APIS108) (EBPBDNON_00001)

2 4 5 6
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IMGPR_plasmid_3300029335_000114: 19-11,007 (+)
DNA mismatch repair protein MutS (DBJHGDJG_00003)
12 4 5 [} 7

IMGPR_plasmid_3300014525_000040: 32-10,360 (+)
retron_type_VI_hth_cluster2_1 (IBGENIOA_00025)

DNA mismatch repair protein MutS (IBGENIOA_00030)

31 29 28 27 26 | 24
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IMGPR_plasmid_3300029188_000085: 18,376-28,487 (-)

Mycothiol acetyltransferase (MCHHOECO_00025)

28

T2726 24 23 20
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IMGPR _plasmid_3300013414_000121: 15,826-24,408 (-)
6000 nt i
defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)




