Anthranilate phosphoribosyltransferase (EECEOLHC_00303)
Pneumococcal iron uptake ( VIE1066) (EECEOLHC_00300)
Petrobactm import system permease protein YclO
Ferri-bacillibactin esterase BesA (EECEOLHC_00301)
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ctPDGC system (VF0638) (EECEOLHC_00299)
T
T 305

— — —
IMGPR_plasmid_3300045206_000039: 334,935-343,928 (+)

Acetaldehyde dehydrogenase (DDOCFDHG_00003)
21

— — —
IMGPR_plasmid_3300045980_000026: 120-9,113 (-)

Acetaldehyde dehydrogenase (DBFLFKHO_00304)
304

GEEE D

I — I
IMGPR_plasmid_3300045223 _000033: 334,577-342,970 (+)
Acetaldehyde dehydrogenase (FCLOJEJI_00002)
1
O O O G I B
I — I
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6-phosphogluconate dehydrogenase, NADP(+)-dependent, decarboxylating (DNEDEKCF_00003)
Adaptive-response sensory-kinase SasA (DNEDEKCF_00004)
Fosfomycin resistance protein AbaF (DNEDEKCF_00006)
4-hydroxy-2-oxovalerate aldolase (DNEDEKCF_OOOO7)
Acetaldehyde dehydrogenase (DNEDEKCF 00008) Enterobactin exporter EntS (DNEDEKCF_00002)
PhoPQ (VFO111) (DNEDEKCF_00005) Isoaspartyl peptidase (DNEDEKCF_00001)
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6-phosphogluconate dehydrogenase, NADP(+)-dependent, decarboxylating (LNFGENEP_00287)

Adaptive-response sensory-kinase SasA (LNFGENEP_00286)
Fosfomycin resistance protein AbaF (LN FGENEP_OO284)
4-hydroxy-2-oxovalerate aldolase (LNFGENEP_00283)
Acetaldehyde dehydrogenase (LN FGENEP 00282) Enterobactin exborter EntS (LNFGENEP_00288)
PhoPQ (VFO111) (LNFGENEP_00285) Isoaspartyl peptidase (LNFGENEP_00289)
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6-phosphogluconate dehydrogenase, NAD(+)-dependent, decarboxylating (OCMAGHDM_00284)
Adaptive-response sensory-kinase SasA iOCMAGHDM_OO283)
Fosfomycin resistance protein AbaF (OEMAGHIjM_OOZB 1)
4-hydroxy-2-oxovalerate aldolase ‘OCMAGHDM_OOZSO)
Acetaldehyde dehydrogenase (OCMAG I—EW,OO‘279) Enterobactin exporter EntS (OCMAGHDM_00285)
PhoPQ (VF0111) (OCMAGHDM_00282)
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IMGPR_plasmid_2898999379_000006: 298,136-314, 320( )
CMY2-MIR-ACT-EC-NCBIFAM CMY2/MIR/ACT/EC family class C beta-lactamase (NF012173.1) (ALIMHLHP_00368)
Peptide methionine sulfoxide reductase MsrB (ALIMHLHP_00381)
Ribose import permease protei?RbsC (ALIMHLHP_00384)
Ribose import ATP-binding protein RbsA (ALIMHLHP_00383)
4-hydroxy-2-oxovalerate aldolase (ALIMHLHP_00364) ATP-dependent RNA helicase SrmB (ALIMHLHP_00375) ‘ ‘
D-aminopeptidase (ALIMHLHP_00366) DNA ligase (ALIMHLHP_00373) 374 Transcriptional regulator SlyA (ALIMHLHP_00382)
Acetaldehyde dehydrogenase (ALIMHLHP_00363) 364 366 | 368 369 370 372 | | 375376 377 378 | | | | 383384
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