
IMGPR_plasmid_3300049571_000653: 99-14,571 (+)
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Acetylglutamate kinase (IJIMODBF_00003)
queuosine precursor transporter (IJIMODBF_00004)

Putative nucleoside permease NupX (IJIMODBF_00005)
Haloalkane dehalogenase (IJIMODBF_00006)

7

3-hydroxybutyryl-CoA dehydrogenase (IJIMODBF_00008)
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ATP-dependent RecD-like DNA helicase (IJIMODBF_00013)

IMGPR_plasmid_3300049822_000341: 197-10,112 (+)

1 2 3-hydroxybutyryl-CoA dehydrogenase (LGCIPEMC_00003)

IMGPR_plasmid_3300049574_000343: 37-9,626 (+)
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IMGPR_plasmid_3300049579_000209: 43-8,425 (+)
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IMGPR_plasmid_3300049575_000115: 13,992-24,377 (-)
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putative GMC-type oxidoreductase (PPCMNNIJ_00023)

IMGPR_plasmid_3300049581_000268: 48-9,434 (+)

1 Crotonobetainyl-CoA reductase (KJOBGCEF_00002)

IMGPR_plasmid_3300049572_000144: 12,009-22,128 (-)
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ATP-dependent RecD-like DNA helicase (HIHJIEAL_00018)
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