MerA-TIGRFAMs TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (FBENOOOI_00010)
Peptide methionine sulfoxide reductase MsrA (FBENOOOI_00013)
HTH-type transcriptional regulator CdhR (FBENOOOI_00008)
1S5 family transposase ISAba12 (FBENOOOI_00009)
1S3 family tr‘ansposase ISAba22 (FBENOOOI_00011) Zinc-type alcohol dehydrogenase-like protein (FBENOOOI_00016)
DrmD_00013 DrmD (FBENOOOI_00012) 14 15 17 18 19 20 21 22 23
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IMGPR_plasmid_3300053491_054332: 6,660-26,748 (+)

Proline/betaine transporter
Creatinase (NABAGEHK_00022) DrmD_00013 DrmD (NABAGEHK_00027) 29 33
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IMGPR_plasmid_3300053491_058095: 20,075-40,110 (+)

Flavohemoprotein (GDGOBOPC_00009)
DrmD_00013 DrmD (GDGOBOPC_00002) 4 5 10 11 13

¢ K O oA —a—— O — T

I I
IMGPR _plasmid_3300053491 053473:64,866-67,380 (+); 1-15,694 (+)
Cobalt/magnesium transport protein CorA (NPOBGBBD_00004)
1S3 family transposase ISAba22 (NPOBGBBD_00060)
1S5 family transposase ISAba12 (NPOBGBBD_00058) Disulfide-bond oxidoreductase YfcG (NPOBGBBD_00003) Propane 2-monooxygenase, reductase component (NPOBGBBD_00008)
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IMGPR_plasmid_3300053491_054573: 62,787-67,484 (+); 1-14,735 (+)

Cobalt/magnesium transport protein CorA (DIMMMGCC_00019)
Disulfide-bond oxidoreductase YfcG (DIMMMGCC_00020) 15
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