
IMGPR_plasmid_3300029458_000095: 1,487-9,675 (+)

1 2 3 4 5 6

IMGPR_plasmid_3300014803_000055: 21,024-29,526 (-)

25

IMGPR_plasmid_3300014749_000094: 24,409-34,427 (-)

3031

IMGPR_plasmid_3300039372_000096: 906-10,924 (+)

1 2

IMGPR_plasmid_3300029025_000048: 24,902-36,111 (-)

30313233

IMGPR_plasmid_3300029682_000095: 24,296-34,485 (-)

29

IMGPR_plasmid_3300029564_000193: 54,652-64,828 (-)

5758

IMGPR_plasmid_3300007305_000098: 20,937-31,082 (-)

2627

IMGPR_plasmid_3300006476_000097: 24-11,058 (+)

1 2 3

IMGPR_plasmid_7000000040_000051: 383-10,564 (+)

1 2

IMGPR_plasmid_3300029507_000084: 21,944-33,774 (-)

282930
IS5 family transposase ISPa51 (OALKJEDA_00031)

IMGPR_plasmid_3300029370_000101: 33,035-45,070 (-)

34
IS5 family transposase IS1021 (CIGIKNEI_00035)

36

IMGPR_plasmid_3300008726_000035: 15-10,446 (+)

IS5 family transposase ISPa51 (JHAIPLDO_00001)
2

IMGPR_plasmid_3300029198_000106: 43,785-51,996 (-)

4550

IMGPR_plasmid_7000000433_000035: 18,982-26,861 (-)

24

IMGPR_plasmid_3300029575_000118: 638-10,451 (+)

1 2 3

IMGPR_plasmid_3300006523_000056: 20,602-32,076 (-)

2526272829

IMGPR_plasmid_2914662142_000002: 23,409-41,417 (-)

IS5 family transposase IS1021 (CGCPKEAJ_00029)303132
putative parvulin-type peptidyl-prolyl cis-trans isomerase (CGCPKEAJ_00033)

34353637

IMGPR_plasmid_2914598124_000002: 23,408-41,415 (-)

IS5 family transposase IS1021 (PIEEOMBM_00029)3031
putative parvulin-type peptidyl-prolyl cis-trans isomerase (PIEEOMBM_00032)

33343536

IMGPR_plasmid_2914577396_000001: 431-17,055 (+)

1 2
putative parvulin-type peptidyl-prolyl cis-trans isomerase (HFEHIEKL_00003)

4 5 6 IS5 family transposase IS1021 (HFEHIEKL_00007)

IMGPR_plasmid_2914635112_000004: 870-19,269 (+)

1 2 3 4

putative parvulin-type peptidyl-prolyl cis-trans isomerase (GJOHGIPD_00005)

6 7 8
IS5 family transposase IS1021 (GJOHGIPD_00009)

10 11

IMGPR_plasmid_3300014553_000053: 19,375-29,014 (-)

1819202324

IMGPR_plasmid_3300008722_000117: 20,192-39,015 (-)

2324

IS110 family transposase ISPfl1 (KOKFOPJF_00025)

26
Inner membrane protein YejM (KOKFOPJF_00027)

dTDP-4-dehydrorhamnose reductase (KOKFOPJF_00028)

29

7000 nt


