cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (BJNHJCBP_00040)
Inositol 2-dehydrogenase/D-chiro-inositol 3-dehydrogenase (BJNHJCBP_00016)
HTH-type transcrlptlonal regulator PgrR (BJNHJCBP_00019)
Peptidoglycan-associated lipoprotein (BJNHJCBP_00015) Achromobactin biosynthesis and transport (VF0922) (BJNHJCBP_00036)
HTH-type transcriptional regulator MalT (BJM—U(ZBP_OOOlZ) Transcriptional regulatory protein DcuR (BJNHJCBP_00028) ‘
ajor myo-inos‘itol‘transporter loIT (BJNHJCBP_00018) HTH-type transcrlptlonal regulator Betl (BJNHJCBP 00037)
FMN-dependent NADH-azoreductase 1 (BJNH‘JCBP,OOOOS) ‘ Fumarate hydratase class |, aerobic (BJNHJCBP_00024) Putative nucleoside transporter YegT (BJNHJCBP_00044)
HTH-typgtranscriptionaI regulator CdhR (BJN}‘—IJCBP,OOOO7) putative suéar epimerase YhfK (BJNHJCBP_00021) L-2,4-diaminobutyrate decarboxylase BJNHJCBP 00035
PDC- M5‘>B WP 004346377 1(BJNHJCBP_ 00009) T ‘ FAD:protein FMN transferase (BJNHJCBP_00027) Cold shock like protem CspG (BJNHJCBP_00041)
1S3 famlly transposase I1SVisp4 (BJNHJCBP_ 00001) L- tartrate/succmate antiporter (BJNHJCBPTOZS) J Quercetln 2,3- dloxygenase (BJNHJCBP 00047)
ISSfamlIytransposaseISSeni(BJNHJCBP 00002) Putative antitoxin H|gA2 (BJNHJCB 5_ 00022) ‘Prollne/betalnetransporter(BJNHJCB 00032) ‘ ‘
‘ ‘ Dlguanylate cyclase DgcN BJNHJCBP,‘OOOlé‘l) Malate: qumone oxidoreductase (BJNHJCBP 00030) Inosose dehydratase (BJNHJCBP_00045)
4-aIpha-glucanotransferase(BJNHJCBP_OOle) ‘ Sensor histidine kinase DcuS (BJNHJCBP_00029) LplA1 ( (VFO347) (BJNHJCBP_00042) ‘
4| Maltodextrin phosphorylase (BJNHJCBP_00011) Putative toxin HigB2 (BJNHJCBP_00023) \ \ 33 BopD (V‘Fo?%Zz) (BJNHJCBP_00046)
3] [ 8] | | 13 | 17 | | 20 | |TNADPH dehydrogenase (BINHJCBP_00026) | 31 |34 3839 | | | 43 | Arylesterase

\MGPR?p\asm'\d7290-30906997000008: 55-52,427 (+)
Inositol 2-dehydrogenase/D-chiro-inositoI 3-dehydrogenase (PHNNDHOC_00015)
FMN-dependent NADH-azoreductase 1 (PHNNDHOC 00004) cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (PHNNDHOC_00038)
HTH-type transcnptlonal regulator PgrR (PHNNDHOC_00018)
Peptidoglycan-associated Ilpoproteln (PHNNDHOC_00014) Transcriptional regulatory protein DcuR (PHNNDHOC_00027)
Major myo- inositol transporter IoIT PHNNDHOC_00017)
HTH-type transcriptional regulator CdhR (PHNNDHOC (50006) Fumarate hydratase class |, aeroblc(PHNNDHOC 00023)

putative sugar epimerase YhfK (PHNNDHOC_00020) chromobactin biosynthesis and transport (VF0922) (PHNNDHOC_00034)

HTH-type transcriptional regulator MalT (PHNNDHOC_00011) \ T FAD:protein FMN transferase (PHNNDHOC_00026) J
1S3 family transposase ISPsy11 (PHNNDHOC_00001) ‘ L-tartrate/succinate antiporter (PHNNDHOC 00024) HTH-type transcrlptlonal regulator Betl (PHNNDHOC_00035)
PDC-M598_WP_004346377.1 (PHNNDHOC_00008) Putative antitoxin HigA2 (PHNNDHOC_00021) | |L-24-diaminobutyrate decarboxylase (PHNNDHOC_00033)
|| Diguanylate cyclase DgeN (PHNNDHOC_00013) Malate:quinone oxidoreductase (PHNNDHOC_00029) | |
4- alpha glucanotransferase (PHNNDHOC 00009) T ‘ Sensor histidine Kinase DcuS(PHNNDHOC 00028) Cold shock like protein CspG (PHNNDHOC_00039)

Maltodextrln phosphorylase(PHNNDHOC 00010) Putative toxin HigB2 (PHNNDHOC_00022) Proilne/betalnetransporter(PHN DHOC OO 31) ‘ I
2| | | 12 | 16 | | 19 | |INADPH dehydrogenase (PHNNDHOC 00025)| 30 | 32 | | | 3637 LplA1(VFO347)(PHNNDHOC 00040)
I —— _— _—

\MGPRip\asmid-,2937561330,000008:35'5 1,151 (+)
cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (BBDAHDKP_00038)
Inositol 2-dehydrogenase/D-chiro-inositol 3-dehydrogenase (BBDAHDKP_00014)
FMN-dependent NADH-azoreductase 1 (BBDAHDKP OO(%?) Transcriptional regulatory protein DcuR (BBDAHDKP_00026)
HTH-type transcriptional regulator PgrR (BBDAHDKP_00017)
HTH-type transcriptional regulator CdhR (BBDAHDKP._( OOdOS Fumarate hyc hydratase class |, aerobic (BBDAHDKP_00022)

putatlve sugar eplmerase YhfK BBBAHDKP ' 00019) Achromobactin biosynthesis and transport (VF0922) (BBDAHDKP_00034)
Peptidoglycan-associated Ilpoproteln (BBDAHDKP 00013) AFAD :protein FMN transferase (BBDAHDKP_00025)
Major myo-i |n05|toltransporter IoIT BBDAHDKP ' 00016) Malate: qumoﬁe o><|doreductase(BBDAHDKP,OOO 8)

TH-type transcriptional regulator MalT (BBDAHDKP 0061 0) L- tartrate/succmate antiporter (BBDAHDKP_ '00023) HTH -type transcriptiona| regulator Bet| (BBDAHDKP_00035)

PDC-M59B_WP_004346377.1 (BBD. AHBKP_OOOO7 L Putative antltoxm HigA2 (BBDAHDKP_00020) L | L-2,4-diaminobutyrate decarboxylase (BBDAHDKP_00033)
‘ Dlguanylate‘cyclase DgcN (BB AHDKP‘_0001‘2) rollne/betalne transporter(BBDAHDK'—" 00030)

4-alpha-; gl ucanotransferase (BBDAHDKP 00008) ‘ Sensor histidine kinase DcuS (BBDAHDT0027 J J(
2| Maltodextrin phosphorylase(BBDAHDKP 00009) Putative toxin HigB2 (BBDAHDKP_00021) 31 Cold shock-like protein CspG (BBDAHDKP_00039)
1014 |6 | | 11 | 15 | | 18 | ||NADPH dehydrogenase (BBDAHDKP_00024) | 29 |32 | | 3637 | LplA1(VF0347) (BBDAHDKP_00040)

- — — _— _—

IMGPR _plasmid_2937570898_000006: 222-51,005 (+)
cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (NMNEEOBN_00209)
Achromobactin biosynthesis and transport (VF0922) (NMNEEOBN_00213)
Inosine-S'-monophosphatederﬂogenase(NMNEEOBN_OOZlé) ‘
HTH-type transcriptional regulator DmIR (NMNEEOBN_00215)
Transcriptional regulatory protein DcuR (NMNEEBEN_OOZZZ) L
L-2,4-diaminobutyrate decarboxylase (NMNEEOBN_00214)
FAD:protein FMN transferase (NMNEEOBN_00223)
Malate:quinone oxidoreductase (NMNEEOBN_00220;
Pro|ine/betainetransporter(NMNEEOBN_bOZl )

Sensor histidine kinase DcuS (NMNEEDBN_ 00221} | Cold shock-like protein CspG (NMNEEOBN_00208)
NADPH dehydrogenase (NMNEEOBN_00224) Uronate dehydrogenase (NMNEEOBN,OOZlO)
| ] | 219 | 217 | 212211 [ | | LplA1(VF0347) (NMNEEOBN_00207)

—
IMGPR _plasmid_2876586586_000006: 221,815-249,497 (-)
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IMGPR_plasmid_2937655109_000009: 30-20,667 (+)
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