RM_Type_IV_Type_IV_03 (PFKNJAMI_00027)
DNA-invertase hin (PFKNJAMI_00029)
‘ putative protein YpuA (PFKNJAMI_00036)
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IMGPR_plasmid_2571042824_000003:22,056-31,117 (+)
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IMGPR_plasmid_2502894007_000001: 36,162-37,259 (+); 1-8,170 (+)
DNA topoisomerase 3 (BAMFHEBN_00007) 1 43 42 40
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IMGPR_plasmid_3300053491_063445: 1-8,158 (-); 31.637-38,075 (-)
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IMGPR_plasmid_2576861169_000005: 20,679-28,991 (+)
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IMGPR_plasmid_2593338793_000002: 20,774-29,086 (-)
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IMGPR_plasmid_2602041813_0000083: 34,003-35,770 (+); 1-8,044 (+)
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IMGPR_plasmid_2593338962_000003: 171-5,359 (+)
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IMGPR_plasmid_2593338637_000002: 1-1,284 (-); 29,303-35,864 (-)
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—
IMGPR_plasmid_2568526646_000002: 17,392-25,142 (+)
6

IMGPR_plasmid_2593338635_000003: 170-5,817 (+)
blaZ-NCBIFAM penicillin-hydrolyzing class A beta-lactamase BlaZ (NFO33139.1) (AGDGPJIL_00056)
sensor_BlaR1-NCBIFAM beta-lactam sensor/signal transducer BlaR1 (NFO33108.1) (AGDGPJIL_00055)
Blal_of_ MRSA-NCBIFAM penicillinase repressor Blal (NF00018641‘) (AGDGPJIL_00054)
Cadmium resistance transcriptional regulatory protein CadC (AGDGPJIL_00059)
putative acrylyl-CoA reductase Acul (AGDGPJIL_00058)
DNA-invertase hin (AGDGPJIL_00053) ‘ 57 ‘ 60 1 2 3 4 5 6 7 8 9 12
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IMGPR _plasmid_2568526197_000001: 35,602-49,548 (+); 1-9,423 (+)
Fos_BSH_Bcer-NCBIFAM FosB family fosfomycin resistance bacillithiol transferase (NFO00098.1) (HNGNPNCL_00010)
AAC_6p_group_E-NCBIFAM aminoglycoside 6'-N-acetyltransferase, group E (NFO43067.1) (HNGNPNCL_00011)
FexB-NCBIFAM chloramphenicol/florfenicol efflux MFS transporter Féme040856.1) (HNGNPNCL_00005)
Putative transposon Tn552 DNA-invertase bin3 (HNGNPNCL_00007)
DNA-invertase hin (HNGNPNCL_00009)
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IMGPR _plasmid_2654588032_000001:45-14,182 (+)
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