
IMGPR_plasmid_3300009545_000159: 17,627-25,889 (+)

Type IV secretion system protein virB4
24 25 26 27 28 29 30 31 32

IMGPR_plasmid_3300049571_000278: 13,297-20,296 (+)

21 22 23 24

IMGPR_plasmid_3300006352_000034: 18,615-25,589 (+)

29 30 NEase_II_00007 Type (IPEMNLKJ_00032)

IMGPR_plasmid_3300014155_000037: 155-12,509 (-)

Competence protein ComM (POIPIDJD_00001)
GacS/GacA two-component system (VF0908) (POIPIDJD_00002)

3SoFic__SoFic (POIPIDJD_00005)567

IMGPR_plasmid_3300047172_000047: 18,216-27,945 (+)

Type IV secretion system protein virB4 (KOCDGHEJ_00023)
24 29 30

HTH-type transcriptional regulator GltC (KOCDGHEJ_00031)
SoFic__SoFic (KOCDGHEJ_00032)

IMGPR_plasmid_3300003486_000277: 218-12,811 (-)

P(1)-type Mn2+ transporting ATPase (VF0848) (IINICOGK_00001)
cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NF033135.1) (IINICOGK_00002)

PRK13752.1-PRK PRK|PRK13752.1: Hg(II)-responsive transcriptional regulator (NF010315.0) (IINICOGK_00003)

45

MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (IINICOGK_00006)

789

IMGPR_plasmid_3300005513_000520: 161-14,267 (-)

1
PbpG (VF0468) (PBNEKGMG_00002)

TRAP-T-associated universal stress protein TeaD (PBNEKGMG_00003)

45678

5000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA


