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IMGPR_plasmid_3300048834_000003: 55-3,834 (+)
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IMGPR_plasmid_3300048837_000009: 8,033-11,959 (-)
Cation efflux system protein CusA (GMHNMIKH_00001)

IMGPR_plasmid_3300006417_000023:886-5,578 (+)
20 15

IMGPR _plasmid_330001376%_000004: 14,392-18,129 (-)
4-methylaminobutanoate oxidase (formaldehyde-forming) (ALOLIMDA_00022)
Serine hydroxymethyltransferase (ALOLIMDA_00019)
1S3 family transposase ISPye3 (ALOLIMDA_00021) Serine hydroxymethyltransferase 2 (ALOLIMDA_00018)
| 153 family transposase ISPye3 (ALOLIMDA_00020)

IMGPR_plasmid_3300043436_000004: 10,726-17,693 (-)
NADP-dependent glyceraldehyde-3-phosphate dehydrogenase (AGGIFIIN_00020)
Spermidine/putrescine import ATP-binding protein PotA (AGGIFIIN_00022)
Beta-peptidyl aminopeptidase BapA (AGGIFIIN_00021) Putrescine--pyruvate aminotransferase (AGGIFIIN_00018)
Glutamate--isopropylamine ligase (AGGIFIIN_00019)
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IMGPR_plasmid_3300048558_000001:9,767-19,717 (-)
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IMGPR_plasmid_3300048930_000006: 27-3,928 (+)
Peptide methionine sulfoxide reductase MsrA 3 (MJBJNDGP_00025)
Peptide methionine sulfoxide reductase MsrB (MJBJNDGP_00024)
ISL3 family transposase ISRsp8 (MJBJNDGP_00022)
26 23 \ SoFic__SoFic (MJBJNDGP_00021)

!%

IMGPR_plasmid_3300048588_000018: 14,929-24,571 (-)
Cation efflux system protein CusB (NLKKHKCG_00001)
Cation efflux system protein CusA (NLKKHKCG_00002) 4
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IMGPR _plasmid_3300048574_000004: 14-8,161 (+)

SoFic__SoFic (AAMCICPC_00003) Nucleoid occlusion protein (AAMCICPC_00006)
1 2 5 7

IS

)
#

IMGPR_plasmid_3300046011_000002: 84-12,091 (+)
[ 4000 nt {
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