1S630 family transposase 15630 (KEAIAJKF_00007)
1S4 family transposase ISSfl1 (KEAIAJKF_00002)
L-tartrate/succinate antiporter (KEAIAJKF_00004)
NAD-dependent malic enzyme (KEAIAJKF_00005) Fertility inhibition protein (KEAIAJKF_00014)
3 | 6 89 10 1112 13 | 15 Multifunctional conjugation protein Tral (KEAIAJKF_00016)

HBO——CHEEK l

1

IMGPR_plasmid_2778261657_000001: 31-19,729 (+)

Gao_Ppl_PplA (CEOFJCIG_00062)
60

/) — @@ —aEEK l

IMGPR_plasmid_2778261302_000001:40,006-55,186 (-)
Cyclic di-GMP phosphodiesterase PdeL (KPDNEOBE_00065)
1S3 family transposase ISEc17 (KﬁDNEOBE_OOO71)
3''5' exonuclease DinG (KPDNEOBE_00063)
66 Toxin RelE2 (KPDNEOBE_00062)
69 68 67]65 63 | Te0

IMGPR _plasmid 2534682162 _000001:40,412-59,006 (-)
Cyclic di-GMP phosphodiesterase PdeL (OIKFKOHP_00006)
3'-5' exonuclease DinG (OIKFKOHP_00008)
Toxin RelE2 (OIKFKOHP_00009)
1 2 345 7 | T10

IMGPR _plasmid 2703718851 000002: 1,057-18,221 (+)
Cyclic di-GMP phosphodiesterase Pdel (KJJDLMNG_00013)
1S66 family transposase 1ISCro1 (KJJDLMNG_00005)
1S66 family transposase 15679 (KJJDLMNG_00004)
1S3 farﬁlﬂ/ transposase ISEc17 (KJJDLMNG_00007)  3'-5'exonuclease DinG (KJJDLMNG_00015)
1S3 family transposase 1S3 (KJJDLMNG_00006) 11 ‘ Toxin RelE2 (KJJDLMNG_00016)

1 2 3 | \ 8 9 10[12 14 | T17

IMGPR_plasmid_2558860288_000001: 119-25,893 (+)
Cyclic di-GMP phosphodiesterase PdeL (OFILNBGI_00081)
1S66 family transposase 1ISCro1 (OFILNBGI_00087)
1S66 family transposase 1S679 (OFILNBGI-00088)
1S91 fami|ytransposase ISEc37 (OFILNBGI_00078)
1591 family transposase 1591 (OFILNBGI_00079)
83 ‘ 76
86 85 84]82 77 175

80

IMGPR _plasmid_2698536651 000001:55,218-74,759 (-)
Cyclic di-GMP phosphodiesterase PdeL (GGPLEFHF_00007)
1S66 family transposase ISCro1 (GGPLEFHF_00002)
1S91 famil‘y transposase ISEc37 (GGPLEFHF_00010)
1591 family transposase 1591 (GGPLEFHF_00009)
1S66 family transposase 1S679 (GGPLEFHE_00001) 12
Tl 3 456 | 8 11713

IMGPR_plasmid_2675903468_000002: 672-20,210 (+)

Quorum-quenching protein AidA (EBKFGCDB_00012)
8 9 10 Coupling protein TraD (EBKFGCDB_00015)

q K l

tRNA(fMet)-specific endonuclease VapC
45 44 43 Antitoxin VapB (KEGAHNDK_OOO39J

I

IMGPR_plasmid_2703718870_000001: 3,759-17,800 (+)

IMGPR_plasmid_3300028454_000001: 32,422-44,521 (-)

DrmD_00013 DrmD (CMNNLLCJ_00004)
1 2 3 5 (<] 10 11

¢ D —E@E— =K

IMGPR_plasmid_2698536480_000002: 364—_15,335 (+)
Sul2-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (FJCOMEOL_00055)
1591 family transposase 1SSbo1 (FJCOMEOL_00053)
‘ Toxin RelE2 (FICOMEOL_00048)
56 55 53 51 50 49 48 | 46 45

IMGPR _plasmid_2778261578_000001: 35,196-49,027 (-)
Sul2-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (KNCGPEFD_00053)
1S91 family transposase 1SSbo1 (KNCGPEFD_00051)
Toxin RelE2 (KNCGPEFD_00048)
54 53 51 | 4948 [ 46 45

p-acH—H & —EH—C—E&Ed

—
IMGPR_plasmid_2778261088_000001: 35,218-47,812 (-)

1S91 family transposase 1SSbo1 (AGOKBDGL_00002)
Toxin RelE2 (AGOKBDGL_00007)
1 3 45 68 9

IMGPR _plasmid_2778261277_000001: 282-11,948 (+)
Toxin RelE2 (JBBNDHDP_00045)
48 47 46 45 [ 43 42

IMGPR_plasmid_2778261534_000001: 31,690-41.780 (-)
Toxin RelE2 (POBBEDFH_00064)

67

T 66 6564 | 62 61

IMGPR plasmid_2744054669_000001:47,323-56,897 (-)
62
63 T61 60

IMGPR _plasmid 2619619135 000001:48,779-60,995 (-)
Tn3 family transposase TnEc1 (DHCCPDGI_00001)
23 4

IMGPR_plasmid_2778261296_000001: 1,490-10,311 (+)

Tn3 family transposase TnEc1 (LMJLBGGB_00001)
23 4

IMGPR _plasmid_2778261672_000002: 1,523-10,344 (+)
mRNA interferase toxin RelE (AKKNDOGI_00010)
1S1 family transposase IS1A (AKKNDOGI_00001) 1S3 family transposase 15629 (AKKNDOGI_00008)
1S30 family transposase 1S30 (AKKNDOGI_00005) 1S3 family transposgge 15629 (AkKNDOGI_OOOO?)
Tsh (VF0233) (AKKNDOGI_00002) 3 4 6 SigA (VF0119) (AKKNDOGI_00007) ‘ ‘ 11 12

¢ @ - —E G ——EEE

——— e ——
IMGPR_plasmid_2778261180_000002: 133-21,489 (+)

Antitoxin Peml (NIHMJFHH_00002)
MazEF_MazF (NIHMJFHH_00001)
1] 3 5 6

a@E—@E@ - —a@aa@Ed

TMGPR plasmid_2711768036.000001: 492-8,446 (+)
Antitoxin Peml (EHCHKCGN_00055)
MazEF_MazF (EHCHKCGN_00056)
Menshean%Ai\(EHCHKCGN,00057)

53

¢ -dEa—CEH—adEd

I .
IMGPR_plasmid_2778261314_000001:41,315-50,864 (-)
1S1 family transposase 1S1D (FOKFFJNO_00058)
ISlEmin transposase IS1A (FOKFFJNO_00059)
Antitoxin Peml (FOKFFJNO_00056)
l\i/IaziEF__rM‘fazF (FOKFFJNO_00057)

54

\MGPRTD\asm'\d727408920487000001: 41,506-50,328 (-)
Tn3 family transposase TnAs1 (AJGDLMEN_00001)
Antitoxin Peml (AJGDLMEN_00004)
MazEF__MazF (AJGBLM EN_00003)
2 T s

\MGPpr\asmid,ZéOBéﬂrZ106-1)00001: 108-11,743 (+)
1S1 family transposase I1S1D (OBMKEOGL_00058)
Antitoxin Peml (OBMKEOGL_00055)
MazEF_MazF (OBMKEOGL_00056)
Tn3 family transposasé Tn3 (OBMKEBGL,OOOS‘?)
l‘\Aenshen_NisnA (OBMKEOiGLi_OOOFJ)
53

EE-c - —sEEda

I .
IMGPR_plasmid_2541047740_000001:42,449-55,853 (-)

1S91 family transposase ISEc37 (AKBKANGD_00009)
Transcriptional repressor MprA (AKBKANGD_00003)

Prophage integrase IE(AKBKANGD_OOOOZ) 1S91 family transposase 1591 (AKBKANGD_00010)
1S30 family transposase 1S30 (AKB kANGD_OOOO7)
1 Tsh (VF0233) (AKBKANGD_00004)5 6 8 \ \ 11

E—D—CGC @i - —@  (H{—&EE

IMGPR _plasmid_3300014721_000001: 229-18,481 (+)
1S91 family transposase ISEc37 (GDJNAIIK_00008)
1S91 family transpogése 1591 (GDJNAIIK_00009)
1S30 family transposase 1S30 (G DJNAIIK_00006)
Peptide deformylase (GDJNAIIK_00002)
1TT5h (VF0233) (GDJNAIIK_00003) 4 5 7 10

IMGPR_plasmid_2740892044_000001: 78-15,875 (+)
1S91 family transposase ISEc37 (FPODBOAF_00048)
1591 familytransposgse 1S91 (FPODBOAF_00047)
1S30 family transposase 1S30 (FPODBaAF_OOO50)
53 52 51 50 ag| | 45

IMGPR_plasmid_3300014731_000001: 34,131-47,031 (-)
1591 family transposase ISEc37 (FOALDPIP_00003)
1S30 faTmin transposase 1S30 (FOALDPIP_00001)
1591 family transposase 1591 (FOALDPIP_00004)
| 2] 5

IMGPR_plasmid_2778261170_000001: 61-9,068 (+)
1S91 family transposase ISEc37 (HPPKHJLO_00003)
1591 family trgnsposase 1S91 (HPPKHJLO_00004)
1S30 family triansp‘osase 1S30 (HPPKHJLO_00001)

2 5

IMGPR _plasmid_3300028998_000001: 546-10,437 (+)
1S91 family transposase ISEc37 (LODFGBCA_00002)
IS9j17famin transposase 1591 (LODFGBCA_00003)

1| 4

IMGPR_plasmid_2568526086_000001: 172-14,080 (+) l
efflux. OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (AFONLOPA_00059)
RND_adapt_MexA-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexA (NFO33834.1) (AFONLOPA_00061)
Macrolide export ATE-binding/permease protéin MacB (AFONLOPA_00060)
ISNCY family transposase ISBcen27 (AFONLOPA_00056)
PDC-532_WP_096653079.1 (AFONLOPA_00058)
1S66 family t‘ransposase ISCro1 (AFONLOPA_00054)

1S3 family transposase 1S629 (AFONLOPA_OOééZ) 56 \ 54 52 51

— — —
IMGPR_plasmid_2565956720_000001: 38,544-57,544 (-)

dTDP-3-amino-3,6-dideoxy-alpha-D-galactopyranose 3-N-acetyltransferase (COJDKADO_00057)
I mRNA interferase toxin RelE (COJDKADO_00050)
1S66 family transposase ISEc22 (COJDKADO_00059)
1S66 family transposase ISEc22 (COJDKADO_00048)
Colicin-la (COJDKADO_00052)
6059 57 55 54 53 52 50 \AB 4645

IMGPR _plasmid_2541047776_000001: 34,039-50,940 (-)
Transposon gamma-delta resolvase (DDKPDNIA_00008)
Cyclic di-GMP phosphodiesterase PdeL (DDKPDNIA_00006)
Tn3 family transposase ISEc63 (DDKPDNIA,OOOO7) Gao_Ppl__PplA (DDKPDNIA_00011)
9

1 2 345 10 12 13 18
DD HON ——H ) —C— KKK

IMGPR_plasmid_2690316195_000001: 1,115-28,375 (+)
Transposon gamma-delta resolvase (PEADBLNB_00069)
Cyclic di-GMP phosphodiesterase PdeL [PEADBLNB_00071)
Tn3 family transposase ISEc63 (PEADBLNB_00070) Gao_Ppl__PplA (PEADBLNB_00066)
| | 68 67 65 64

D HID —CHE O K KKK

IMGPR_plasmid_2778261393_.000001:40,338-65,333 (-)
76 75

IMGPR_plasmid_2516143081_000001:55,317-67,608 (-)
1 2

IMGPR _plasmid 2737471862 _000001:382-12,674 (+)

Transposon gamma-delta resolvase (BGIEABNO_00005)

1S6 family transposase 1526 (BGIEABNO_00004)

Gao_Ppl__PplA (BGIEABNO_00008)

12 3 6 7 9 10

D@D —( D — K

IMGPR plasmid_2734482782_000002: 113-22,419 (+)
1S6 family transposase 1526 (OLKKDHLA_00004)
Gao_Ppl_ PplA (OLKKDHLA_00007)
1 2 3 5 6 8

I
IMGPR _plasmid 2737471822 _000002: 113-21,907 (+)
3'-5' exonuclease DinG (AHJOPLBN_00002)

Toxin RelE2 (AHJOPLBN_00003)
1 | T4 5 10

IMGPR _plasmid_2778261218 _000001:1,816-15,199 (+)
Transposon Tn3 resolvase (AEGIPMEE_00056)
Beta-lactamase TEM (AEGIPMEE_00057)
Tn3 family transposase TnAs1 (AEGIPMEE_00060) |
DNA-‘mvertase hin‘(AEGIPMEE_OOOS9) Tn3 family transposase Tn2 (AEGIPMEE_00055)

Aerotaxis receptor (AEGIPMEE 00058) 5352 51

IMGPR_plasmid_3300029711_000001: 34,615-55,896 (-)
Transposon Tn3 resolvase (BOGMNLGG_00001)
Tn3 family transposase Tn2 (BOGMNLGG_00002)

34 5

IMGPR_plasmid_3300014533_000003: 15-14,250 (+)
APH_3pp_lb-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-1b (NF032895.1) (FICPFDEA_00049)
APH_6-NCBIFAM APH(6)-I family aminoglycoside O-phosphotransferase (NFO12171.0) (FICPFDEA_00048)
Sul2-NCBIFAM sulfonamide-resistant dihydropteroate éynthase Sul2 (NFO00295.1) (FICPFDEA_00050)
15110 family transposase 155075 (FICPFDEA_00052)

156 family transposase 1526 (FICPFDEA_00055) | Transposon Tn3 resolvase (FICPFDEA_00046)
Tn3 family transposase ISPa38 (FICPFDEA_00053) ‘ Tn3 family transposase Tn2 (FICPFDEA_00045)

DNA-invertase hin (FICPFDEA_00054) 50 \Beta—kactamaseTEM(FICPFfDEA_OOO47) 4342 41

DI HE-H OO HEHEETAE KK

I
IMGPR _plasmid_2711768041_000002: 28,810-52,646 (-)
7 8 9 tRNA(fMet)-specific endonuclease VapC (KFGOIAGI_00014)

IMGPR_plasmid_3300014614_000001:2,547-14,739 (+)

DrmD_00013 DrmD (FKPKNMKL_00035)
39 38 37 1521 family transposase ISPpu7 (FKPKNMKL_00034)

CHHEEHHE—EEK K < P
IMGPR plasmid_2639762987 000001: 25,058-39,836 ()
38 37 36 35

1

IMGPR _plasmid_2778261303_000001: 25,085-36,786 (-)
[ 10000 nt i
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




