
IMGPR_plasmid_3300014910_000025: 218-14,667 (+)

HTH-type transcriptional regulator DmlR (OJCBLFFD_00001)
Lysine/arginine/ornithine-binding periplasmic protein (OJCBLFFD_00002)

3 4
HTH-type transcriptional regulator DsdC (OJCBLFFD_00005)

Carbamoyl-phosphate synthase large chain (OJCBLFFD_00006)

7 8
mads_8 (OJCBLFFD_00009)

10 11 putative protein (OJCBLFFD_00012)

IMGPR_plasmid_3300031939_000009: 318-13,403 (+)

Lysine/arginine/ornithine-binding periplasmic protein (DNPFHDFB_00001)

2 3

HTH-type transcriptional regulator DsdC (DNPFHDFB_00004)
Carbamoyl-phosphate synthase large chain (DNPFHDFB_00005)

6

IMGPR_plasmid_3300027312_000219: 30,136-45,431 (-)

38
Carbamoyl-phosphate synthase large chain (PLFHIMHA_00039)

HTH-type transcriptional regulator DsdC (PLFHIMHA_00040)

4142

Lysine/arginine/ornithine-binding periplasmic protein (PLFHIMHA_00043)

RNA pyrophosphohydrolase (PLFHIMHA_00044)

45

IMGPR_plasmid_3300021965_000134: 192-12,925 (+)

1 2

HTH-type transcriptional regulator DsdC (OAPGEOLG_00003)
Carbamoyl-phosphate synthase large chain (OAPGEOLG_00004)

5 8 11 Protein/nucleic acid deglycase 3 (OAPGEOLG_00012)

IMGPR_plasmid_3300005513_000017: 32-24,700 (+)

Putative formate dehydrogenase (CKCDHEHC_00001)

2 3

Quorum-quenching protein AidA (CKCDHEHC_00004)

5 6
Sigma M (VF0822) (CKCDHEHC_00007)

Thiol:disulfide interchange protein DsbD (CKCDHEHC_00008)

Putative peroxiredoxin (CKCDHEHC_00009)

10 11 12

Lysine/arginine/ornithine-binding periplasmic protein (CKCDHEHC_00013)

14 15

HTH-type transcriptional regulator DsdC (CKCDHEHC_00016)
Carbamoyl-phosphate synthase large chain (CKCDHEHC_00017)

18

IMGPR_plasmid_2065487014_000023: 427-12,024 (+)

1 2 3 8 9

IMGPR_plasmid_3300031151_000205: 28,216-37,722 (-)

6,7-dimethyl-8-ribityllumazine synthase 2 (JCDNHFIC_00028)29
IlpA (VF0513) (JCDNHFIC_00030)

313334

9000 nt

defence (PADLOC) virulence (VFDB)


