
IMGPR_plasmid_3300031151_000205: 80-7,052 (+)

1 2
N-acetylcysteine deacetylase (JCDNHFIC_00003)

Putative monooxygenase MoxC (JCDNHFIC_00004)

5 6 7 L-cystine import ATP-binding protein TcyC

IMGPR_plasmid_3300030500_000200: 279-5,664 (+)

1

IMGPR_plasmid_3300031151_000308: 306-8,559 (+)

1
Ascorbate-specific PTS system EIIA component (HLEAJJLE_00002)
Mannosyl-D-glycerate transport/metabolism system repressor MngR (HLEAJJLE_00003)

4

IMGPR_plasmid_3300014910_000025: 42,861-58,642 (-)

46

Mannosyl-D-glycerate transport/metabolism system repressor MngR (OJCBLFFD_00047)

484950

Ascorbate-specific PTS system EIIC component (OJCBLFFD_00051)

Antitoxin HigA (OJCBLFFD_00052)

PD-Lambda-2_A_WP_029458229.1 (OJCBLFFD_00053)

Desferrioxamine (VF1244) (OJCBLFFD_00054)

Desferrioxamine (VF1244) (OJCBLFFD_00055)

5657

IMGPR_plasmid_3300021965_000134: 39,464-57,289 (-)

44

Mannosyl-D-glycerate transport/metabolism system repressor MngR (OAPGEOLG_00045)

Ascorbate-specific PTS system EIIA component (OAPGEOLG_00046)

47

Ascorbate-specific PTS system EIIC component (OAPGEOLG_00048)

Antitoxin HigA (OAPGEOLG_00049)

PD-Lambda-2_A_WP_029458229.1 (OAPGEOLG_00050)

Desferrioxamine (VF1244) (OAPGEOLG_00051)
Desferrioxamine (VF1244) (OAPGEOLG_00052)

Desferrioxamine (VF1244) (OAPGEOLG_00053)

cmlB1_MFS-NCBIFAM chloramphenicol efflux MFS transporter CmlB1 (NF012203.0) (OAPGEOLG_00054)

7000 nt

defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


