Lipoprotein YIpA (DIJGNONI_00013)
Protein TraS (DIJGNONI_00014)
Coupling protein TraD (DIJGNONI_00011)

Protein TraQ (DIJGNONI_00019)
16 17 18 | 20

A

Multifunctional conjugation protein Tral (DIJGNONI_00010) 12 \ 15
IMGPR_plasmid_2740892302_000002: 6,747-22,879 (+)
6

Protein TraQ (KLNBPBPH_00002)
5 4 3] 1

KK

K

IMGPR _plasmid_2645727709_000004: 80-16,312 (-)
Fertility inhibition protein (HMIAIAPA_00041)

40 Protein TraS (HMIAIAPA_00035)

34 33 32 31 Protein TraQ (HMIAIAPA_00030)

O O

K KKK

IMGPR_plasmid_2545824683_.000001: 20,175-37,168 (-)
8

13 Protein TraS (NEEEIIPC_00014)

KK

K KK

IMGPR_plasmid_2568526359_000001: 3,751-20,922 (+)

Protein TraS (FGHEJEOP_00032)

KK

IMGPR_plasmid_3300011651_000001: 20,134-37,183 (-)

1
IMGPR_plasmid_2740892308_000003: 22-11,538 (-)
1
IMGPR_plasmid_2740892292_000003: 168-10,799 (-)
19

IMGPR_plasmid_2663762651_000002: 14,392-26,352 (+)

2
IMGPR_plasmid_2740892297_000003: 55-14,006 (-)

2

IMGPR _plasmid 2529292868 000007: 17-13,098 (-)
PDC-512_WP_034891581.1 (MELKJLPM_00003)
RM_Type_l_MTases_FAM_0 (MELKJLPM_00005)
RM_Type_|_5_5 1 (MELKJLPM_00004)
REase_|_00002 Type (MELKJLPM_00001) ‘

2 | | 6| 8

151 family trénsposase ISKpn14 (MELKJLPM_00007)

L ——————— e —
IMGPR _plasmid 2700989565 _000003:423-21,641 (+)
151 family transposase ISKpn14 (CNCGPPMC_00001)

K=

IMGPR_plasmid_2630968623_000001: 175-11,378 (+)

1S1 family transposase ISKpn14 (HKKMBOFM_00037)

1S1 family transp?);ase 1S1X4 (HKKMBOFM_00038)

RMJype,l,MTaises,FAM,o (HKKMBOFM_00039)
36

K=

I

IMGPR _plasmid_2698536531_000001: 23,519-37,367 (-)
1S1 family transposase ISKpn14 (AFKFKIOO_00049)
Bacterial non-heme ferritin (AFKFKIOO_00050)

T tgvB (AFKFKIOO_00047) REase_|_00002 Type (AFKFKIOO_00044)

PDC-S12_WP_034891581.1 (AFKFKIOO_00043)
RM__Type_l_MTases_FAM_0 (AFKFKIOO_00041)

tgvA (AFKFKIOO_00046) 45 Specificity_I_00050 Type (AFKFKIEO_OOO42) 40

48
|
IMGPR_plasmid_3300032124_000003: 25,206-51,829 (-)
Replication initiation protein (DHIFCADB_00003)
Cardiolipin synthase A (DHIFCADB_00006)

1 2 | 4 5] 78 9 10

IMGPR _plasmid_2888686252_000001: 352-19,025 (+)
Replication initiation protein (KBCFAOGM_00046)
Cardiolipin synthase A (KBCFAOGM_00043)
48 47 | 45 44 ] 42 41 40 39

IMGPR_plasmid_2767802183_000001: 26,359-45,032 (-)

1S6 family transposase 1S26 (DOGBMEEA_00053)

Replication initiation protein (DOGBMEEA_00052)
Cardiolipin synthase A (DOGBMEEA_00049)

51 50 | 48 47 46 45

IMGPR _plasmid_2681813312_000001: 28,313-45,337 (-)
Replication initiation protein (AMPONOBN_00046)
Cardiolipin synthase A (AMPONOBN_00044)

\ 45 ] 43 42 41 40

IMGPR_plasmid_2671180494_000001: 25,941-41,717 (-)

1S6 family transposase 1526 (EIPKIBHP_00043)
42 41 40

K

IMGPR_plasmid_2627854182_000001: 26,070-39,652 (-)

KO-

APH_3pp_lb-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-1b (NF032895.1) (JHFFAKBD_00006)

APH_6-NCBIFAM APH(6)-I family aminoglycoside O-phosphotransferase
1S3 family trefnsposase 1S1133 (JHFFAKBD_00008)
Tn3 family transposase Tn2 (JHFFAKBD_00001)
\ 1S6 family transposase 1515DI1 (JHFFAKBD_00011)
1S3 family transposase I51133‘(JHFFAKBD_00003)
ransposon Tn3 resolvase (JHFFAKBD_00002) Replication initiation protein (JHFFAKBD_00012)
Tn3 family transposase (JHFFAKBD_00010)

FAKBD_00003) |

DNA-invertase hin (JH

eta-lactamase TEM (JHIJ
|| 4

I
IMGPR _plasmid_2617271086_000002: 769-25,286 (+)
Replication initiation protein (NBHILIBH_00004)
Cardiolipin synthase A (NBHILIBH_00006)
(NBHILIBH_00002)

GTP 3',8-cyclase
1 3 5 7 8 9 10

(NF012171.0) (JHFFAKBD_00005)

L Cardiolipin synthase A (JHFFAKBD_00015)
FFAKBD_00009) | 13 14 16 17 18 19

IMGPR_plasmid_3300029229_000002: 745-20,414 (+)
1S3 family transposase ISEhe3 (IBILOEAM_00052)
E&)Iication initiation protein (IBILOEAM_00051)
Cardiolipin synthase A (IBILOEAM_00049)
50 [ 48 47 46 45

IMGPR _plasmid_2711768119 000001:27,335-44,129 (-)
1S3 family transposase ISEc15 (ADKDPIOA_00053)
eplication initiation protein (ADKDPIOA_00051)
DrmC_00006 DrmC (ADKDPIOA_OOOS4)
Ferric enterobactin receptor (Aﬁ(DP‘IOA_OOOSé)
57 55 | | 52

Cardiolipin synthase A (ADKDPIOA_00049)
50 | 48 47 46 45

\MGPRip\asmid733OOO3O4427O&JOOQ: 27,411-49,723(-)
Replication initiation protein (FILLMCEE_00051)

Pld (VF0491) (FILLMCEE_00048)

| 50 49 [ 47 46 45 44

 CHHEKEKCEEC K

—
IMGPR_plasmid_2563367059_000001:29,938-46,092 (-)

Transposon Tn3 resolvase (HNLBBFGF_00047)

Cardiolipin synthase A (HNLBBFGF_00050)
15110 family transposase 151663 (HNLBBFGE,00054)
Tn3 family transposase Tn2 (HNLBBFGF_00048)

51 | 49 | |

55

53 52

IMGPR _plasmid_2554235200_000001:27,748-51,407 (-)
CARF6--CARF_CARF_CARF_MK_CARF_00100128 (BEMGJEMD_00049)
retron_type_llI_A5_prtase_various_cluster (BEMGJEMD_00047)
I1SL3 family transposa‘se ISEc38 (BEMGJEMD_00050)
MTase_11_00071 Type (BEMGJEMD_00046)
51 48 | 45

a | a2 u

I I
IMGPR _plasmid_2876667732_000001:25,900-49,832 (-)
Cardiolipin synthase A (CPKIHCEJ_00046)
RNA chaperone ProQ (CPKIHCEJ_00049)
53 52 51 50 48

47 45 44 43 42

Beta-lactamase TEM (HNLBBFGF_00046)

45 44 43

Cardiolipin synthase A (BEMGJEMD_00043)

40 39

IMGPR _plasmid_2778261387.000003: 26,251-45,675 ()
Cardiolipin synthase A (ILEJJKIG_00005)
RNA chaperone ProQ (ILEJJKIG_00002)
1] 3 4 | 6 7

8 9

IMGPR _plasmid_2663763273_000001: 126-17,957 (+)
Methyl-accepting chemotaxis protein McpQ (ILINBJCC_00001)
1S110 family transposase ISEsa2 (ILINBJCC_00002)
151 family transposase ISPmi3 (ILINBJCC_00005)
Isoprimeverose?ansporter (ILINBJCC_00006)
Catabolite control protein A (ILINBJCC_00004)
‘ 1S3 family transposase ISEhe3 (ILINBJCC_00010)
Sucrose permease (ILINBJCC_00007)

Catabolite repressor/activator (ILINBJCC_00003) 8 9 11 12 13

IMGPR_plasmid_2541047989_000003: 592-23,670 (+)
1 2 3 4

IMGPR _plasmid_2541047057_000001:458-13,560 (+)
SOS response-associated protein YedK (MNNHBBJI_00053)
Colicin-E9 immunity protein (MNNHBBJI_00049)
Cardiolipin synthase B (MI\TKIHBBJI,OOOSO)
Pyocin-S1(MNNHBBJI_00048)

52 51 | 47 46 45

14

K

40 Protein TraS (MNNHBBJI_00038)

o O O

IMGPR_plasmid_3300011164_000001:24,114-45,459 (-)
} 10000 nt {
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




