
IMGPR_plasmid_2609459844_000010: 445-21,772 (+)

Outer membrane protein YedS (DAKCFGBA_00001)

Protein/nucleic acid deglycase 1 (DAKCFGBA_00002)
PrrA/B (VF0823) (DAKCFGBA_00003)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (DAKCFGBA_00004)

5-hydroxyisourate hydrolase (DAKCFGBA_00005)

Protein-methionine-sulfoxide reductase catalytic subunit MsrP (DAKCFGBA_00006)
Protein-methionine-sulfoxide reductase heme-binding subunit MsrQ (DAKCFGBA_00007)

Metal-binding protein ZinT (DAKCFGBA_00008)
Cytochrome b561 (DAKCFGBA_00009)

tRNA-Ser(cga)
Protein MtfA (DAKCFGBA_00011)

Prophage integrase IntA (DAKCFGBA_00013)

12
MTase_III_00003 Type (DAKCFGBA_00015)

REase_III_00001 Type (DAKCFGBA_00016) 15 16 17

IMGPR_plasmid_2617270968_000019: 40,639-53,494 (-)

42Protein MtfA (BGHCINPI_00051)
Cytochrome b561 (BGHCINPI_00053)
49

IMGPR_plasmid_2565956621_000016: 20,204-37,654 (+)

putative L,D-transpeptidase ErfK/SrfK (GGCOBKPE_00017)

HTH-type transcriptional regulator GltC (GGCOBKPE_00019)
HTH-type transcriptional regulator cbl (GGCOBKPE_00020)

putative FMN/FAD exporter YeeO (GGCOBKPE_00022) 22 MTase_III_00003 Type (GGCOBKPE_00026) 26 29

IMGPR_plasmid_2740892022_000019: 54,002-72,521 (-)

414246MTase_III_00003 Type (MOLBDEEF_00051)

8000 nt

defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA


