Methylmalonyl-CoA carboxyltransferase 125 subunit (APEHGLHO_00006) Hydroxyacylglutathione hydrolase (APEHGLHO_00010)
Acetyl-/propionyl-coenzyme A carboxylase alpha chain (APEHGLHO_00008) ISNCY family transposase ISRel26 (APEHGLHO_00012)
putative enoyl-CoA hydratase echA8 (APEHGLHO_00007) FadE29 (VF0845) (APEHGLHO_00009) 11 13 14 15 16 17 18
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IMGPR_plasmid_3300025247_000034:4,773-16,719 (+)

9 ISNCY family transposase ISRel26 (LEJPLFHA_00008)

| ! ) ! A K H IS O e I B

IMGPR_plasmid_3300025216_000057: 305-12,251 (-)

10 ISNCY family transposase ISRel26 (DFLMJMPO_00009)
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IMGPR_plasmid_3300025181_000019: 1,949-13,895 (-)

1S30 family transposase ISRssp4 (KPJLMINL_00012) 10  capH (KPJLMINL_00009)
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IMGPR_plasmid_2585427828_000011:2,209-13,424 (-)

1S30 family transposase ISRssp4 (IHGLEMMB_00011)
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IMGPR_plasmid_2695420945_000010: 4,755-15,970 (+)
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