
IMGPR_plasmid_2908716419_000005: 8,689-20,752 (+)

8 9 10

Mannosyl-D-glycerate transport/metabolism system repressor MngR (CFPBENCA_00011)
D-galactonate dehydratase family member (CFPBENCA_00012)

PTS system beta-glucoside-specific EIIBCA component (CFPBENCA_00013)
ABC-type heme transporter (VF0739) (CFPBENCA_00014)

15

ABC transporter (VF0741) (CFPBENCA_00016)

Arylesterase (CFPBENCA_00017)
Enterobactin exporter EntS (CFPBENCA_00018)

19

IMGPR_plasmid_2924362350_000008: 141-7,776 (-)

1
Arylesterase (GNIKEBFL_00002)

PTS system beta-glucoside-specific EIIBCA component (GNIKEBFL_00003)

IMGPR_plasmid_2905820303_000005: 11,364-22,841 (+)

PTS system beta-glucoside-specific EIIBCA component (EKEEDLEP_00016)

Arylesterase (EKEEDLEP_00017)
18 19

putative protein YqjZ (EKEEDLEP_00020)

21
putative protein YycE (EKEEDLEP_00022)

23 24

IMGPR_plasmid_2902989020_000003: 260-9,923 (-)

putative protein YycE (GAHCABID_00001)2

putative protein YqjZ (GAHCABID_00003)

45
Arylesterase (GAHCABID_00006)

PTS system beta-glucoside-specific EIIBCA component (GAHCABID_00007)

IMGPR_plasmid_2731957809_000011: 78-4,682 (-)

D-galactonate dehydratase family member (CAMAFOOL_00001)6

4000 nt

virulence (VFDB)


