
IMGPR_plasmid_3300053491_057613: 76,622-91,594 (+)

Tn3 family transposase ISNpu13 (JNMJHGBF_00087)
Tyrosine recombinase XerC (JNMJHGBF_00088)

89

Putative transposon Tn552 DNA-invertase bin3 (JNMJHGBF_00090)

91 92 9394

Lactococcin-G-processing and transport ATP-binding protein LagD (JNMJHGBF_00095)

96 97 98 99 100
RtxA (VF0482) (JNMJHGBF_00101)

102

SPbeta prophage-derived glycosyltransferase SunS (JNMJHGBF_00103)
SPbeta prophage-derived disulfide bond formation protein B (JNMJHGBF_00104)

105106

IMGPR_plasmid_3300053491_056335: 44,563-56,017 (+)

57 58 5960 66 67

IMGPR_plasmid_3300053491_054346: 1-6,490 (-); 93,159-98,249 (-)

DrmD_00013 DrmD (CNGOAIHF_00001)2345910

IMGPR_plasmid_3300053491_055308: 28,908-39,367 (-)

37
Insertion sequence IS5376 putative ATP-binding protein (OANJHBGD_00038)

394546

IMGPR_plasmid_3300053491_055304: 19,893-30,320 (+)

28 29 30

IMGPR_plasmid_3300053491_058092: 22,951-33,418 (+)

29 33 34 36

IMGPR_plasmid_3300053491_052646: 1-6,378 (-); 92,398-96,951 (-)

1
Insertion sequence IS5376 putative ATP-binding protein (EFHBDCNM_00002)

3456781314

IMGPR_plasmid_3300053491_057400: 30,750-41,690 (+)

42 43 44 45 DrmD_00013 DrmD (PKMNKDKC_00046)

IMGPR_plasmid_3300053491_053184: 58,858-69,747 (-)

676869

IMGPR_plasmid_3300053491_057201: 58,852-69,758 (-)

DrmD_00013 DrmD (IFHEPEEM_00066)6768697071

IMGPR_plasmid_3300053491_055306: 58,840-69,757 (-)

DrmD_00013 DrmD (MOKIKACO_00069)70717273

IMGPR_plasmid_3300053491_055072: 79,749-90,706 (+)

DrmD_00013 DrmD (INPLJFBP_00097) 98

IMGPR_plasmid_3300053491_054347: 1-6,464 (-); 91,197-95,401 (-)

139

IMGPR_plasmid_3300053491_054582: 1-6,354 (-); 93,924-98,135 (-)

DrmD_00013 DrmD (FGHKJGCL_00001)3

IMGPR_plasmid_3300053491_056331: 4,017-14,717 (+)

10

IMGPR_plasmid_3300053491_052925: 34,241-44,820 (-)

465051

IMGPR_plasmid_3300053491_053808: 1-6,345 (-); 92,514-96,726 (-)

3

IMGPR_plasmid_3300053491_053807: 59,406-70,020 (-)

7175

IMGPR_plasmid_3300053491_050543: 1-5,917 (-); 91,328-95,538 (-)

1
Insertion sequence IS5376 putative ATP-binding protein (OPGKMLPL_00002)

4811

IMGPR_plasmid_3300053491_053490: 1-478 (-); 85,784-96,727 (-)

98100101102103104105110

IMGPR_plasmid_3300053491_055790: 3,812-16,233 (-)

ISNCY family transposase ISBth18 (JCPLFOJE_00005)121314

IMGPR_plasmid_3300053491_052355: 58,479-69,969 (-)

6769

IMGPR_plasmid_3300053491_056994: 70,420-85,914 (+)

Tyrosine recombinase XerD (IPBANJND_00074) 80 81 82 83 84 85

6000 nt

defence (PADLOC) virulence (VFDB)


