Nucleoid occlusion protein (PFGFDKIJ_00040)
DNA-invertase hin (PFGFDKIJ_00036)
cas12f2_V-F_2 (PFGFDKIJ_00037)
29 30 31 32 33 34 35 \ 38 39 DS-15_ DS-15A (PFGFDKIJ_00041)

ED—0 ! 4 A

IMGPR_plasmid_3300029676_000042: 36,049-48,061 (+)

DNA-invertase hin (AONJPBNA_00031)
cas12f2_V-F_2 (AONJPBNA_00033)
29 30 32 34 3536 3738 39

O N M A

IMGPR_plasmid_3300029494_000068: 29,940-42,664 (+)

PDC-501_WP_067088819.1 (PAPKGCBH_00037)
36 38

i A 4 o

IMGPR_plasmid_3300029475_000074: 33,346-40,449 (+)
2 1

A

IMGPR_plasmid_3300029512_000093: 69-5,537 (-
34

IMGPR_plasmid_3300029424_000071:36,351-40,834 (+)

DNA-invertase hin (LINBBMFL_00040)
38 39 414243 44 45 46

IMGPR_plasmid_3300029706_000074:41,187-51,580 (+)

DNA-invertase hin (AGIPIOPK_00009)
11 10 8 7 6 5 4 32 1

IMGPR_plasmid_3300029536_000041: 196-11,157 (-)

DNA-invertase hin (CCCMGHKO_00036)
34 35 37 38 39

IMGPR_plasmid_3300029690_000070: 37,224-45,845 (+)

DNA-invertase hin (EPEAHHOD_00009)
11 10 87 6 54 321

IMGPR_plasmid_3300029577_000096: 165-11,120 (-)

DNA-invertase hin (AMKCCFFJ_00009)
11 10 87 6 54 3 21

s E-¢E0-E3—a@ -

IMGPR_plasmid_3300029703_.000066: 446-11,495 (-)

DNA-invertase hin (EIFMCLHP_00019) Toxin YoeB (EIFMCLHP_00010)
21 20 1817 16 15 14 3 12 11 ]9 8 76 5 4 3 2 1

A @@ ¢—@E@ @@ @« @E——D1b

IMGPR_plasmid_2920258663_000005: 61-18,014 (-)

DNA-invertase hin (FAFDEEGC_00040)
38 39 414243 444546 47 48 49 50 5152

IMGPR_plasmid_3300029007_000036: 33,121-46,682 (+)

PDC-M03A_WP_027723948.1 (EBKELGLG_00006)
DNA-invertase hin (EBKELGLG_00005)
7 43 21

(004 1/ I S S /Y S e 0 O 0

I
IMGPR_plasmid_3300029488_000059: 194-8,234 (-)
PDC-M03A_WP_027723948.1 (KMGGDBMF_00009)
DNA-invertase hin (KMGGDBMF_00007)
10 cas12f2_V-F_2 (KMGGDBMF_00008) 6 543 21

OSSO @ -E—@-¢@d-&d

I EE——
IMGPR_plasmid_3300029795_000087: 377-10,834 (-)

putative phosphotransferase enzyme 11B component (MAHJJEPD_00006)
putative HTH-type transcrlptlonal regulator YurK (MAHJJEPD_ 00001)
PTS system mannose- specific EIID component (MAHJJEPD _ 00004)

PTS system sorbose- speaﬁc EIIC component (MAHJJEPD_00005) (L
Phosphoenolpyruva{e-protein phoéphotransferase (MAHJJEPD_00002)
PDC-M03A_WP_027723948.1 (MAHJJEPD_00019) Phosphoglycolate phosphatase (MAHJJ EPD,OOOOS)
DNA-invertase hin (MAHJJEPD_00017) Fructosamine deglycase FrIB (MAHJJEPD_00009) ‘ ‘
20 casl2f2_V-F_2 (MAHJJEPD_00018) 16 151413 1211 10 \ 7 Phosphocarrier protein HPr (MAHJJEPD_00003)

OO O HE—@-EE-E— o I O B B e e a

I
IMGPR _plasmid_2920298691 000006: 302-20,674 (-)
PDC-M03A_WP_027723948.1 (MMAIJNIN_00041)
40 15200/15605 family transposase ISEfa4 (MMAIJNIN_00042)

EO—OEDETDHE H—[d

—
IMGPR_plasmid_3300023718_000055: 38,770-44,610 (+)
36 PDC-M0O3A_WP_027723948.1 (LMBAICJC_00037)

0 Do I D B

I
IMGPR_plasmid_3300023491_000067: 37,272-42,435 (+)
PDC-M03A_WP_027723948.1 (FAPOBODD_00002)
10 5 4 3 cas12f2_V-F_2 (FAPOBODD_00001)

IMGPR_plasmid_3300029862_000095: 17-7,285 (-)
1

IMGPR_plasmid_3300029850_000051: 106-3,740 (-)
37

IMGPR_plasmid_3300029580_000085: 34,872-38,506 (+)
DNA-invertase hin (GAMLEHIF_00048)
PDC-M03A_WP_027723948.1 (GAMLEHIF_00046 cas12f2_V-F_2 (GAMLEHIF_00052)

cas12f2_V-F_2 (GAMLEHIF_00047) UG17 (GAMLEHIF_00053)
45 | | 4950 51 54 1S3 family transposase ISEnfa5 (GAMLEHIF_00055)

I E— — —
IMGPR_plasmid_3300029727_000041:48,246-60,863 (+)

DNA-invertase hin (JBDGFMHF_00040)
PDC-M03A WP_027723948.1 (JBDGFMHF_00038)  cas12f2_V-F_2 (JBDGFMHF_00044)
cas12f2_V-F_2 (JBDGFMHF_00039) UG17 (JBDGFMHF_00045)
35 36 37 | | 4142 43 46 153 family transposase ISEnfa5 (JBDGFMHF_00047)
OO OEOREE ¢ -OHEE T O—— XHD

— —
IMGPR_plasmid_3300029732_000063: 36,489-49,775 (+)

cas12f2_V-F_2 (LKJJNLIC_00042)
DNA-invertase hin (LKJJNLIC 00038) UG17 (LKJJNLIC 00043)
34 35 36 37 39 40 44 1S3 family transposase ISEnfa5 (LKJJNLIC_00045)

[ e I B, A w

— —
IMGPR_plasmid_3300029590_000119: 35,974-49,287 (+)

cas12f2_V-F_2 (GCJOBFED_00003)
DNA-invertase hin (GCJOBFED_00007) UG17 (GCJOBFED_00002)
9 8 6 5 4 1

O N H A

IMGPR_plasmid_3300029719_000068: 264-12,333 (-)

cas12f2_V-F_2 (FLDHEIJI_00041)
DNA-invertase hin (FLDHEIJI_00037) UG17 (FLDHELJI 00042)
35 36 3839 40 43

ED—0 N M X

IMGPR_plasmid_3300029610_000078: 32,652-44,721 (+)

Type_V_V_U4 Cas12 (EDOLCDBB_00003)

DNA-invertase hin (EDOLCDBB_00006) UG17 (EDOLCDBB_00002)
8 7 5 4 1

IMGPR_plasmid_3300014954_000041: 183-12,158 (-)
DNA-invertase hin (NFIBDHOK_00006)
cas12f2_V-F_2 (NFIBDHOK_00002)
5 4 3 RT_II-AM_I1I-B_2 (NFIBDHOK_00001)

E

8 7

ED—0 N 4 X

IMGPR_plasmid_3300029790_000119: 73-11,265 (-)

|

DNA-invertase hin (HDKGLPJC_00037)
cas12f2_V-F_2 (HDKGLPJC_00041)
35 36 38 39 40 RT_III-AM_I1I-B_2 (HDKGLPJC_00042)

ED—0 N 4 X

IMGPR_plasmid_3300029339_000083: 37,227-48,419 (+)
DNA-invertase hin (ONKEGMFC_00005)
cas12f2_V-F_2 (ONKEGMFC_00002)
7 6 4 3 RT_III-AM_I1I-B_2 (ONKEGMFC_00001)

ED—0 N 4 X

IMGPR_plasmid_3300029493_.000088: 99-11,291 (-)

it

1S256 family transposase ISCth4 (ODDJPOEA_00039)
1S66 family transposase ISRgn2 (ODDJPOEA_00042)
DNA-invertase hin (ODDJ POEA 00037) ‘ GajB_00005 UrvD (ODDJPOEA _00044)
35 36 40 41 43 GajA_00025 AAA (ODDJPOEA_00045)

ED—0 N 4 A K:}—D-< HODA

IMGPR_plasmid_3300029105_000086: 37,307-53,345 (+)
1S3 family transposase ISEnfa5 (PAFHKBEO_00007)
1S3 family transposase ISEnfa5 (PAFHKBEO_00006)
Toxin YoeB (PAFHKBEO_00003)
5 4  [2 1

9 8

IMGPR_plasmid_3300029542_000047: 901-11,895 (-)
17 16 15 14 13 12 11 10 9 8

7 6
IMGPR_plasmid_3300029766_000057:871-14,896 (-)

I 8000 nt |
defence (DefenseFinder) defence (PADLOC)




