
IMGPR_plasmid_3300045168_000070: 61,682-100,079 (+)

FO synthase (JNHADJAA_00057)
Phosphoenolpyruvate transferase (JNHADJAA_00058)

Bifunctional F420 biosynthesis protein FbiB (JNHADJAA_00059)

60 61

N-carbamoyl-L-amino-acid hydrolase (JNHADJAA_00062)
3-hydroxybutyryl-CoA dehydrogenase (JNHADJAA_00063)

64 65
Acetate kinase (JNHADJAA_00066)

67

Poly(3-hydroxyalkanoate) polymerase subunit PhaC (JNHADJAA_00068)

69 70 71

Ribosome-associated ATPase (JNHADJAA_00072)

Inner membrane transport permease YhhJ (JNHADJAA_00073)
Meso-diaminopimelate D-dehydrogenase (JNHADJAA_00074)

75

SigE (VF0295) (JNHADJAA_00076)

77
Vitamin B12 transporter BtuB (JNHADJAA_00078)

79

ABC transporter (VF0741) (JNHADJAA_00080)

ABC-type heme transporter (VF0739) (JNHADJAA_00081)

Plastocyanin (JNHADJAA_00082)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (JNHADJAA_00083)

putative 4-hydroxyproline 2-epimerase (JNHADJAA_00084)
D-amino acid dehydrogenase 1 (JNHADJAA_00085)

Inner membrane metabolite transport protein YhjE (JNHADJAA_00086)

87 88

IMGPR_plasmid_3300045232_000038: 47-19,215 (-)

Ribosome-associated ATPase (EDOOBDPF_00001)234

Poly(3-hydroxyalkanoate) polymerase subunit PhaC (EDOOBDPF_00005)

6
Acetate kinase (EDOOBDPF_00007)

89

3-hydroxybutyryl-CoA dehydrogenase (EDOOBDPF_00010)
N-carbamoyl-L-amino-acid hydrolase (EDOOBDPF_00011)

IMGPR_plasmid_3300044937_000054: 67,260-73,714 (+)

66

IMGPR_plasmid_3300045169_000026: 21-6,475 (-)
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