Double-strand break reduction protein (LIPECDCN_00022)
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IMGPR_plasmid 2700989362 000006: 137-16,637 (+)

Mok_Hok_Sok__Mok (HMCIABCK_00035) Double-strand break reduction protein (HMCIABCK_00029)
T Replication initiation protein (HMCIABCK_00032)
RNA chaperone ProQ (HMCIABCK_00036) Protein QmcA (HMCIABCK_00028)
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IMGPR_plasmid_2534681705_000021: 16.288*27,?16 ()
Replication initiation protein (FMFFKKDH_00040)
1S66 family transposase 15679 (FMFFKKDH_00042) Double-strand break reduction protein (FMFFKKDH_00038)
44 43 41 | 39 | Protein QmcA (FMFFKKDH_00037)

IMGPR _plasmid_2529292724_000009: 26,500-36,095 (-)
Tn3 family transposase Tn2 (JALDAHMC_00037)

IMGPR_plasmid_2693429618 000010: 26,064-28,541 (-)
Tn3 family transposase Tn2 (KGCOOGMA_00001)

IMGPR _plasmid_2574180262_000007: 38-2,848 (+)
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