Control_protein_00001 control (EOFCLNOA_00001)
Ribonuclease toxin YhaV (EOFCLNOA_00004)
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IMGPR_plasmid_3300021167_000032: 13-7,378 (+)
Succinyl-CoA--L-malate CoA-transferase alpha subunit (EPEIIHCJ_00039)

Hydroxymethylglutaryl-CoA lyase YngG (EPEIIHCJ_00038) capH (EPEIIHCJ_00033)
HTH-type transcriptional régulator GltC (EPEIIHCJ_00040) 36 tRNA-Gly(ccc) 35 34 32

IMGPR_plasmid_2700989379_000002: 24,218-37,155 (-)
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