tRNA 5-methylaminomethyl-2-thiouridine biosynthesis bifunctional protein MnmC (GADINHBP_00002)
tRNA 5-methylaminomethyl-2-thiouridine biosynthesis bifunctional protein MnmC (GADINHBP_00003)

Ribof|amransporter (GADINHBP_00001) HTH-type transcriptional repressor RspR (GADINHBP_00025)
UVrABC system protein B (GADINHBP_00005) Acetyl-CoA:oxalate CoA-transferase (GADINHBP_00023)
| DNA-invertase hin (GADINHBP_00013) Hydroxymethylglutaryl-CoA lyase YngG (GADINHBP_00024)
dGTPase (GADINHBP_00004) PtuA1_00001 AAA (GADINHBP_00021)
| | 678 910 11 12 1415 16 17 18 1920 tRNA-Ala(gge) | | 25 26
— |

IMGPR_plasmid_2816332517_000007: 63-28,773 (+)
DNA-invertase hin (FHALCFJJ_00133)
141 139 137 135 133 131
142 T140] 138 136 [134]| [ 130 129 128 127 126125PtuA1 00001 AAA (FHALCFJJ_00125)

IMGPR_plasmid_2816332524_000005: 132,279-156,491 (-) :
tRNA 5-methylaminomethyl-2-thiouridine biosynthesis bifunctional protein MnmC (JFCOHKKM_00211)
tRNA 5-methylaminomethyl-2-thiouridine bios?r?t@ﬂs bifunctional protein MnmC (JFCOHKKM_00210)
Hypotaurine/taurine--pyruvate aminotransferase (JFCOHKKM_00224)
3-keto-5-aminohexanoate cleavage enzyme (JFCOHKKM_00225)
‘ 4-hydroxy-tetrahydrodipicolinate synthase (JFCOHKKM_00214)
COG0640 Csa3_1_CAS-I-1I-111-1V-V-VI (JFCOHKKM_00221)
HTH-type transcriptional activator RhaR (JFCOHKKM_00231)
‘ ‘ ECF RNA polymerase sigma factor SigJ (JFCOHKKM_00215)
HTH-type transcriptional regulator TauR (JFCOHKKM_00220)
Nucleoid-associated protein YbaB (JFCOHKKM_00230) |
LSquoécetaIdehyde acétyltransferase (JFCOHKKM_00219)
Recombination protein RecR (JFCOHKKM_00229)
Streptothricin hydrolase (JFCOHKKM_00232) |

UvrABC system protein B (JFCOHKKM_00208)

putative aminotransferase (JFCOHKKM_00226) Riboflavin transporter (JFCOHKKM_00212) DNA-invertase hin (JECOHKKM_00199)
Jallet_2B_hits_grouped (JFCOHKKM 00227) dGTPase (JFECOHKKM_'00209) 200 PtuA1_00001 AAA (JFCOHKKM_00191)
putative protein JFCOHKKM_00228) 216 214 205 203 201 196 191
288 | || T | | | | 221220 T 215 211 T204T 2027] 199 198 | [ 195194 193 192 [ 190

— -
IMGPR _plasmid_2816332529_000008: 201,770-252,300 (-)
UDP-glucose:undecaprenyl-phosphate glucose-1-phosphate transferase (GFBIJIBE_00199)
15200/15605 family transposase ISPlu2 (GFBIJIBE_00196)
193
196195 T 192 191 190 1S5 family transposase ISPak1 (GFBIJIBE_00191)

dOB-HHEK

1
IMGPR _plasmid_3300026113 _000011:202,711-217,498 (-)
UDP-glucose:undecaprenyl-phosphate glucose-1-phosphate transferase (AMNCFAAA_00199)
15200/15605 family transposase ISPlu2 (AMNCFAAA _00196)
193
196195 | [192 191 190 IS5 family transposase ISPak1 (AMNCFAAA_00191)

IMGPR_plasmid_3300026112_000046: 2OI2,7117217,498 (-)
[ 20000 nt i
defence (DefenseFinder) defence (PADLOC) tRNA
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