HTH-type transcriptional activator RhaS (KMCMEFKA_00029)
shah_acc_0214 GIgB (KMCMEFKA_00028)
23 24 25 26 27 | 30

N
N
w
e

IMGPR_plasmid_3300029764_000135:21,326-31,461 (+)
Sensor histidine kinase RcsC (JBBNOBIH_00003)
4 \ 2

w
-

IMGPR_plasmid_3300029844_000137:108-10,221 (-)

1S110 family transposase ISEnfa110 (AAEBLPCG_00014)
13 15

IMGPR_plasmid_3300029052_000024: 5,988-12,843 (+)

[N
w

IMGPR_plasmid_3300029046_000040: 7,950-12,803 (+)

N
IS

15  Peptide transporter CstA (DGJPJCPH_00016)

IMGPR_plasmid_3300029786_000057: 6,957-13,382 (+)

N
o

30 Zinc transporter ZupT (FMNKBEEO_00031)

IMGPR_plasmid_3300029485_000065: 25,067-33,600 (+)

N
-

IMGPR_plasmid_3300029603_000080: 17,259-21,740 (+)

!H

IMGPR_plasmid_3300039376_000036: 13-4,578 (-)

N
o
N
-

IMGPR_plasmid_3300029457_000016: 12,870-17,887 (+)

!H

IMGPR_plasmid_3300029712_000059: 121-4,533 (-)

N
N

IMGPR_plasmid_3300007138_000024: 16,734-21,785 (+)

N
[

IMGPR_plasmid_3300029054_000036:21-6,118 (-)

w
N
o

IMGPR_plasmid_2876047625_000003: 42-7,165 (-)
15110 family transposase ISEnfa110 (LGFGAFDK_00018)
17 HTH-type transcriptional regulator CysL (LGFGAFDK_00019)

;#

IMGPR_plasmid_3300039333_000063:9,153-17,517 (+)

[y
el
N
o
N
[y

IMGPR_plasmid_3300029477_000059: 14,078-20,904 (+)

w

2 Zinctransporter ZupT (EOGANENP_00001)

IMGPR_plasmid_3300029212_000069: 375-6,673 (-)

w
N
-

IMGPR_plasmid_3300029418_000081: 50-6,102 (-)

N
w

2 Peptide transporter CstA (NGCADMCP_00001)

IMGPR _plasmid_3300029610_000114:72-6,844 (-)
14 Peptide transporter CstA (NOIBHHNH_00015)

IMGPR_plasmid_3300029385_000070: 7,278-13,578 (+)

Peptide transporter CstA (HAOJIDDJ_00018)
15 16 17 19

IMGPR_plasmid_3300029104_000080: 8,450-16,277 (+)
20 21 22

IMGPR_plasmid_3300029409_000135: 15,316-21,1083 (+)

w
N
[N

IMGPR_plasmid_3300029734_000038:88-5,876 (-)

w
N
N

IMGPR_plasmid_3300029106_000043:45-5,791 (-)

G}
IS
w
N
N

IMGPR_plasmid_3300029380_000117:45-8,310 (-)

N
-
N
N
N
w
N
S

IMGPR_plasmid_3300029706_000080: 15,428-23,260 (+)

w
N
[N

IMGPR_plasmid_3300029055_000071: 235-7,307 (-)

NADPH-flavin oxidoreductase (BIDMHDEE_00003)
4 2 putative zinc-type alcohol dehydrogenase-like protein YjmD (BIDMHDEE_00001)

~N
o
w

i

IMGPR_plasmid_3300029779_000069: 531-10,499 (-)
Isoprimeverose transporter (NDKMJPGJ_00003) HTH-type transcriptional activator RhaS (NDKMJPGJ_00001)
5 Alpha-L-rhamnosidase (NDKMJPGJ_00004) hermostable beta-glucosidase B (NDKMJPGJ_00002)

IMGPR_plasmid_3300029100_000029: 174-13,203 (-)
HTH-type transcriptional activator RhaS (IGPIMCBM_00002)
Isoprimeverose transporter (IGPIMCBM_00005)
Thermostable beta-glucosidase B (IGPIMCBM_00003)
7  Alpha-L-rhamnosidase (IGPIMCBM_00006) 4 Peptide transporter CstA (IGPIMCBM_00001)

.
#

IMGPR_plasmid_3300029047_000067: 112-14,163 (-)
HTH-type transcriptional activator RhaS (BPHBMCEN_00002)
Isoprimeverose transporter (BPHBMCEN_00005)
hermostable beta-glucosidase B (BPHBMCEN_00003;
7  Alpha-L-rhamnosidase (BPHBMCEN_00006) \ 4 1

IMGPR_plasmid_3300014771_000070:528-15,363 (-)
3 Alpha-L-rhamnosidase (FKNJHBED_00002) Thermostable beta-glucosidase B (FKNJHBED_00001)

IMGPR _plasmid_3300029617_000061: 1,417-13,045 (-)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (MHAPLICA_00020)
1S3 family transposase ISStrsp1 (MHAPLICA_00022)

Zinc transporter ZupT (MHAPLICA_00016) 1S3 family traﬁsposase 1SStrsp1 (MHAPLICA_00021)
Peptide transporter CstA (MHAPLICA_00015) Streptococcal enolase (VF1060) (MHAPLICA_00018)
14 | 17 19 23
N I

IMGPR _plasmid_3300029443_000118:7,258-22,357 (+)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (PDGILEIP_00003)
Streptococcal enolase (VF1060) (PDGILEIP_00005)
Zinc transporter ZupT (PDGILEIP_00007) 23SrRNA (guanoTine—2'—0—)—methyltransferase RImB (PDGILEIP_00002)
9 8 6 4 1

4

:
#

#

— —
IMGPR_plasmid_3300029036_000061: 184-13,894 (-)

15 16 17 18 20

IMGPR_plasmid_3300029092_000089: 16,534-23,762 (+)
Pyrophosphate--fructose 6-phosphate 1-phosphotransferase (AHAEJBJC_00011)
Putative glycosyltransferase EpsH (AHAEJBJC_00012)
Rubrerythrin (AHAEJBJC_00013) 1S30 family transposase ISHahy9 (AHAEJBJC_00003)
2

7 tRNA-Pro(tgg) 1

#
!
;#

N
IMGPR_plasmid_3300029884_000050: 55-12,236 (-)

6000 nt {
defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA
—




